it n 



Express Mail Label No.: EL862124523US 
^Deposit: April 3, 2002 




PATENT APPLICATION 

Attorney Docket No. 21402-16; ;Cura-463) 



a IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



v'TS: 

Serial Number: 
Filing Date: 
For: 



Kekuda et al. 
09/981,566 
October 16, 2001 



Examiner: Not Yet Assigned 
Art Unit: 1653 



NOVEL GPCR-LIKE PROTEINS AND NUCLEIC ACIDS ENCODING 
SAME 



Box SEQUENCE 

Assistant Commissioner for Patents 
Washington, D.C. 20231 



RECEIVED 

APR 2 5 2002 
TECH CENTER 1600/2900 



STATEMENT IN SUPPORT OF COMPUTER READABLE 
FORM SUBMISSION UNDER 37 CF.R. § 1.821(f) 



I hereby state that the content of the paper and computer readable forms of the Sequence 
Listing, submitted in the above-identified application in accordance with 37 CF.R. § 1.821(c) 
and 1 .821(e), respectively, are the same. No new matter is added. 



Respectfully submitted 



Date: April 3, 2002 




Kristin E. Konzak, Reg//No. 44,848 
Technology Specialist / Patent Agent 

c/o MINTZ, LEVIN 

One Financial Center 

Boston, Massachusetts 021 1 1 

Tel: (617) 542-6000 

Fax: (617) 542-2241 



TRA 16522S4vl 




SEQUENCE LISTING 



<110> Kekuda et al . 
<120> 



Novel GPCR-like Proteins and Nucleic Acids Encoding 
Same 



Vs... 



<130> 21402-163 



<140> 
<141> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 



09/981, 566 
2001-10-16 

60/240, 704 

2000- 10-16 

60/262, 159 

2001- 01-17 

60/263 , 340 
2001-01-22 

60/264, 118 
2001-01-25 

60/308,203 
2001-07-27 

60/243,497 
2000-10-26 

60/244, 542 

2000- 10-31 

60/269, 031 

2001- 02-15 

60/245, 484 
2000-11-03 

60/255, 017 

2000- 12-12 

60/263,216 

2001- 01-22 



RECEIVED 



A ? * 2 5 200? 
TECH CENTER 1600/2900 



<150> 
<151> 



60/268,225 
2001-02-12 



<160> 209 
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< 2 1 0 > 1 

<211> 964 

<212> DNA 

<213> Homo sapiens 



1 



<400> 1 

ggccccatac tgtggatcat ggcaaatctg agccagccct ccgaatttgt cctcttgggc 60 
ttctcctcct ttggtgagct gcaggccctt ctgtatggcc ccttcctcat gctttatctt 120 
ctcgccttca tgggaaacac catcatcata gttatggtca tagctgacac ccacctacat 180 
acacccatgt acttcttcct gggcaatttt tccctgctgg agatcttggt aaccatgact 240 
gcagtgccca ggatgctctc agacctgttg gtcccccaca aagtcattac cttcactggc 300 
tgcatggtcc agttctactt ccacttttcc ctggggtcca cctccttcct catcctgaca 360 
gacatggccc ttgatcgctt tgtggccatc tgccacccac tgcgctatgg cactctgatg 420 
agccgggcta tgtgtgtcca gctggctggg gctgcctggg cagctccttt cctagccatg 480 
gtacccactg tcctctcccg agctcatctt gattactgcc atggcgacgt catcaaccac 540 
ttcttctgtg acaatgaacc tctcctgcag ttgtcatgct ctgacactcg cctgttggaa 600 
ttctgggact ttctgatggc cttgaccttt gtcctcagct ccttcctggt gaccctcatc 660 
tcctatggct acatagtgac cactgtgctg cggatcccct ctgccagcag ctgccagaag 720 
gctttctcca cttgcgggtc tcacctcaca ctggtcttca tcggctacag tagtaccatc 780 
tttctgtatg tcaggcctgg caaagctcac tctgtgcaag tcaggaaggt cgtggccttg 840 
gtgacttcag ttctcacccc ctttctcaat ccctttatcc ttaccttctg caatcagaca 900 
gttaaaacag tgctacaggg gcagatgcag aggctgaaag gcctttgcaa ggcacaatga 960 
tgag 964 



<210> 2 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Asn Leu Ser Gin Pro Ser Glu Phe Val Leu Leu Gly Phe Ser 
15 10 15 

Ser Phe Gly Glu Leu Gin Ala Leu Leu Tyr Gly Pro Phe Leu Met Leu 
20 25 30 

Tyr Leu Leu Ala Phe Met Gly Asn Thr lie lie lie Val Met Val lie 
35 40 45 

Ala Asp Thr His Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Phe 
50 55 60 

Ser Leu Leu Glu lie Leu Val Thr Met Thr Ala Val Pro Arg Met Leu 
65 70 75 80 

Ser Asp Leu Leu Val Pro His Lys Val lie Thr Phe Thr Gly Cys Met 
85 90 95 

Val Gin Phe Tyr Phe His Phe Ser Leu Gly Ser Thr Ser Phe Leu lie 
100 105 110 

Leu Thr Asp Met Ala Leu Asp Arg Phe Val Ala lie Cys His Pro Leu 
115 120 125 

Arg Tyr Gly Thr Leu Met Ser Arg Ala Met Cys Val Gin Leu Ala Gly 
130 135 140 

Ala Ala Trp Ala Ala Pro Phe Leu Ala Met Val Pro Thr Val Leu Ser 
145 150 155 160 

Arg Ala His Leu Asp Tyr Cys His Gly Asp Val lie Asn His Phe Phe 



165 

^ ASP Asn ^ Pro Leu Leu Gin L 

180 Gln Le " Ser Cys Ser a 

185 7 SSr As P T hr Arg Leu 

Leu Glu Php T>-^ » 19 ° 
f£ Trp As P p he Leu Met Ala r 

200 r Phe Va * Leu Ser Ser 



Phe Leu Val Th-r t 

J10 ^ U. Ilm S ^ Gly ^ iu 



205 



215 - - e £1 Thr Thr Val Leu 

£ lle P - s ar Ala ser Ser cys Gln 

230 * Lys ^ phe ^ ^ 

Se r His Leu Thr Leu Val dk 240 
- " 1U £ - - - XI. ». ta 

- - - a «, * «. Ms ser vaI „ vai »■ 

265 Ar ? L ys Val Val 

Ala Leu Val Thr Ser v _. 270 
2 75 Val Leu Thr P ro Phe 

280 6 LSU Asn Pro Phe lle Leu 

Thr Phe p„„ * 2 Q 5 

290 ^ Gln Val Lys Thr Val , 

3°S MSt Gln 

A rg Leu Lys G i v t 

305 78 Gly Leu ^ S Lys Ala Gln 

310 

<210> 3 
<2ll> 97l 
<212> DNA 

<213> Homo sapiens 
<400> 3 

tgggct'tcS Stt^ caa ^a Caa tg at gagcca acr , 

atcttctcgc cttcatalf gagct 9 ca gg cccttcSa 9CCCtCC9aa tttgtcctct 60 
tacatacacc eatgS^ " ca «atca tcata?St Ctc ^«tt l 2 ° 0 

tgactgcagt gcccaggatg ^ atttt ^cct ^-caeccacc 180 

"ggctgcat ggtccagttl tact'! 9 * 00 tgtt ^<~c ccaca^ ttggtaa cca 240 
tgacagacat ggcccttewh taCttcca ct tttccctgaa J* 9 tC att accttca 300 
t^atgagccg ™ ct ltg£ C q 3 t C c ttt9tg9 CCat =tgcca g 2^°° ttCCtca tcc 360 
ccatgg tacc cactgt ^g STtccagctgg ctgg gg e tgc Ttaaa^ tat ^cactc 420 
accacttctt ctgtgacS tCCC3a ^tc atcttgatta ^J 39 ^^ ^ctttcctag 480 
tggaattctg gg?c?S£ ? aacctct <* tgcagtt gtc TtaT" 990 gac 9tcatca 540 

tcatctcata tggctacat? \ tggccat 9a cctt? gt ?ct « , 9 * C actc ^c tgt 600 
agaag gcttt ^cata g tg 9*cct ca t ^^gt 60 

«atctttct gtatgtcaaa tCacc tc acactgg t cttr J t9CC a 9cagctgcc 7 20 

^ttggtgac ttcafS a""" 939 Ctca «ctgt gc a " 0990 taCa9ta 9ta 780 
a Sacagtt aa aacagtgcta ! CCCCCtttc tcaatccctt tatrT.*" aa ^tcgt gg 840 
a atga tgagc c 9Cta cagggg caga t £ tate« ta ^ ^0 

ggcctt t gcaa gg Cac 9S0 

<210> 4 971 
<211> 311 



<212> PRT 

<213> Homo sapiens 



<400> 4 

Met Met Ser Gin Pro Ser Glu Phe Val Leu Leu Gly Phe Ser Ser Phe 
15 10 15 

Gly Glu Leu Gin Ala Leu Leu Tyr Gly Pro Phe Leu Met Leu Tyr Leu 
20 25 30 

Leu Ala Phe Met Gly Asn Thr lie lie lie Val Met Val lie Ala Asp 
35 40 45 

Thr His Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Phe Ser Leu 
50 55 60 

Leu Glu lie Leu Val Thr Met Thr Ala Val Pro Arg Met Leu Ser Asp 
65 70 75 80 

Leu Leu Val Pro His Lys Val He Thr Phe Thr Gly Cys Met Val Gin 
85 90 95 

Phe Tyr Phe His Phe Ser Leu Gly Ser Thr Ser Phe Leu He Leu Thr 
100 105 110 

Asp Met Ala Leu Asp Arg Phe Val Ala He Cys His Pro Leu Arg Tyr 
115 120 125 

Gly Thr Leu Met Ser Arg Ala Met Cys Val Gin Leu Ala Gly Ala Ala 
130 135 140 

Trp Ala Ala Pro Phe Leu Ala Met Val Pro Thr Val Leu Ser Arg Ala 
145 150 155 160 

His Leu Asp Tyr Cys His Gly Asp Val He Asn His Phe Phe Cys Asp 
165 170 175 

Asn Glu Pro Leu Leu Gin Leu Ser Cys Ser Asp Thr Arg Leu Leu Glu 
180 185 190 

Phe Trp Asp Phe Leu Met Ala Met Thr Phe Val Leu Ser Ser Phe Leu 
195 200 205 

Val Thr Leu He Ser Tyr Gly Tyr He Val Thr Thr Val Leu Arg He 
210 215 220 

Pro Ser Ala Ser Ser Cys Gin Lys Ala Phe Ser Thr Cys Gly Ser His 
225 230 235 240 

Leu Thr Leu Val Phe He Gly Tyr Ser Ser Thr He Phe Leu Tyr Val 
245 250 255 

Arg Pro Gly Lys Ala His Ser Val Gin Val Arg Lys Val Val Ala Leu 
260 265 270 

Val Thr Ser Val Leu Thr Pro Phe Leu Asn Pro Phe lie Leu Thr Phe 
275 280 285 



Cys Asn Gin Thr Val Lys Thr Val Leu Gin Gly Gin Met Gin Arg Leu 
290 295 300 

Lys Gly Leu Cys Lys Ala Gin 
305 310 



<210> 5 

<211> 971 

<212> DNA 

<213> Homo sapiens 



<400> 5 

ccccatactg 

tgggcttctc 

atcttctcgc 

tacatacacc 

tgactgcagt 

ctggctgcat 

tgacagacat 

tgatgagccg 

ccatggtacc 

accacttctt 

tggaattctg 

tcatctccta 

agaaggcttt 

ccatctttct 

ccttggtgac 

agacagttaa 

aatgatgagc 



tggatcatgg 
ctcctttggt 
cttcatggga 
catgtacttc 
gcccaggatg 
ggtccagttc 
ggcccttgat 
ggctatgtgt 
cactgtcctc 
ctgtgacaat 
ggactttctg 
tggctacata 
ctccacttgc 
gtatgtcagg 
ttcagttctc 
aacagtgcta 



caaggcacaa 
gagctgcagg 
aacaccatca 
ttcctgggca 
ctctcagacc 
tacttccact 
cgctttgtgg 
gtccagctgg 
tcccgagctc 
gaacctctcc 
atggccttga 
gtgaccactg 
gggtctcacc 
cctggcaaag 
accccctttc 
caggggcaga 



tgatgagcca 
cccttctgta 
tcatagttat 
atttttccct 
tgttggtccc 
tttccctggg 
ccatctgcca 
ctggggctgc 
atcttgatta 
tgcagttgtc 
cctttgtcct 
tgctgcggat 
tcacactggt 
ctcactctgt 
tcaatccctt 
tgcagaggct 



gccctccgaa 
tggccccttc 
ggtcatagct 
gctggagatc 
ccacaaagtc 
gtccacctcc 
cccactgcgc 
ctgggcagct 
ctgccatggc 
atgctctgac 
cagctccttc 
cccctctgcc 
cttcatcggc 
gcaagtcagg 
tatccttacc 
gaaaggcctt 



tttgtcctct 
ctcatgcttt 
gacacccacc 
ttggtaacca 
attaccttca 
ttcctcatcc 
tatggcactc 
cctttcctag 
gacgtcatca 
actcgcctgt 
ctggtgaccc 
agcagctgcc 
tacagtagta 
aaggtcgtgg 
ttctgcaatc 
tgcaaggcac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

971 



<210> 6 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Met Ser Gin Pro Ser Glu Phe Val Leu Leu Gly Phe Ser Ser Phe 
15 10 15 

Gly Glu Leu Gin Ala Leu Leu Tyr Gly Pro Phe Leu Met Leu Tyr Leu 
20 25 30 

Leu Ala Phe Met Gly Asn Thr lie lie lie Val Met Val lie Ala Asp 
35 40 45 

Thr His Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Phe Ser Leu 
50 55 60 

Leu Glu lie Leu Val Thr Met Thr Ala Val Pro Arg Met Leu Ser Asp 
65 70 75 80 

Leu Leu Val Pro His Lys Val lie Thr Phe Thr Gly Cys Met Val Gin 
85 90 95 



5 



Phe Tyr Phe His Phe Ser Leu Gly Ser Thr Ser Phe Leu He Leu Thr 
100 105 110 



Asp Met Ala Leu Asp Arg Phe Val Ala He Cys His Pro Leu Arg Tyr 
115 120 125 

Gly Thr Leu Met Ser Arg Ala Met Cys Val Gin Leu Ala Gly Ala Ala 
130 135 140 

Trp Ala Ala Pro Phe Leu Ala Met Val Pro Thr Val Leu Ser Arg Ala 
145 150 155 160 

His Leu Asp Tyr Cys His Gly Asp Val He Asn His Phe Phe Cys Asp 
165 170 175 

Asn Glu Pro Leu Leu Gin Leu Ser Cys Ser Asp Thr Arg Leu Leu Glu 
180 185 190 

Phe Trp Asp Phe Leu Met Ala Leu Thr Phe Val Leu Ser Ser Phe Leu 
195 200 205 

Val Thr Leu He Ser Tyr Gly Tyr lie Val Thr Thr Val Leu Arg He 
210 215 220 

Pro Ser Ala Ser Ser Cys Gin Lys Ala Phe Ser Thr Cys Gly Ser His 
225 230 235 240 

Leu Thr Leu Val Phe He Gly Tyr Ser Ser Thr He Phe Leu Tyr Val 
245 250 255 

Arg Pro Gly Lys Ala His Ser Val Gin Val Arg Lys Val Val Ala Leu 
260 265 270 

Val Thr Ser Val Leu Thr Pro Phe Leu Asn Pro Phe He Leu Thr Phe 
275 280 285 

Cys Asn Gin Thr Val Lys Thr Val Leu Gin Gly Gin Met Gin Arg Leu 
290 295 300 

Lys Gly Leu Cys Lys Ala Gin 
305 310 



<210> 7 

<211> 992 

<212> DNA 

<213> Homo sapiens 



atgcagggcc ccatactgtg gatcatggca aatctgagcc 60 
ttgggcttct cctcctttgg tgagctgcag gcccttctgt 120 
tatcttctcg ccttcatggg aaacaccatc atcatagtta 180 
ctacatacac ccatgtactt cttcctgggc aatttttccc 240 
atgactgcag tgcccaggat gctctcagac ctgttggtcc 300 
actggctgca tggtccagtt ctacttccac ttttccctgg 360 
ctgacagaca tggcccttga tcgctttgtg gccatctgcc 420 
ctgatgagcc gggctatgtg tgtccagctg gctggggctg 480 



<400> 7 

ctgtcttttg 

agccctccga 

atggcccctt 

tggtcatagc 

tgctggagat 

cccacaaagt 

ggtccacctc 

acccactgcg 



tttctcttgc 
atttgtcctc 
cctcatgctt 
tgacacccac 
cttggtaacc 
cattaccttc 
cttcctcatc 
ctatggcact 



6 



cctgggcagc tcctttccta gccatggtac ccactgtcct ctcccgagct catcttgatt 540 
actgccatgg cgacgtcatc aaccacttct tctgtgacaa tgaacctctc ctgcagttgt 600 
catgctctga cactcgcctg ttggaattct gggactttct gatggccttg acctttgtcc 660 
tcagctcctt cctggtgacc ctcatctcct atggctacat agtgaccact gtgctgcgga 720 
tcccctctgc cagcagctgc cagaaggctt tctccacttg cgggtctcac ctcacactgg 780 
tcttcatcgg ctacagtagt accatctttc tgtatgtcag gcctggcaaa gctcactctg 840 
tgcaagtcag gaaggtcgtg gccttggtga cttcagttct cacccccttt ctcaatccct 900 
ttatccttac cttctgcaat cagacagtta aaacagtgct acaggggcag atgcagaggc 960 
tgaaaggcct ttgcaaggca caatgatgag cc 992 



<210> 8 

<211> 327 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Val Phe Cys Phe Ser Cys Met Gin Gly Pro He Leu Trp He Met Ala 
15 10 15 

Asn Leu Ser Gin Pro Ser Glu Phe Val Leu Leu Gly Phe Ser Ser Phe 
20 25 30 

Gly Glu Leu Gin Ala Leu Leu Tyr Gly Pro Phe Leu Met Leu Tyr Leu 
35 40 45 

Leu Ala Phe Met Gly Asn Thr He He He Val Met Val He Ala Asp 
50 55 60 

Thr His Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Phe Ser Leu 
65 70 75 80 

Leu Glu He Leu Val Thr Met Thr Ala Val Pro Arg Met Leu Ser Asp 
85 90 95 

Leu Leu Val Pro His Lys Val He Thr Phe Thr Gly Cys Met Val Gin 
100 105 110 

Phe Tyr Phe His Phe Ser Leu Gly Ser Thr Ser Phe Leu He Leu Thr 
115 120 125 

Asp Met Ala Leu Asp Arg Phe Val Ala He Cys His Pro Leu Arg Tyr 
130 135 140 

Gly Thr Leu Met Ser Arg Ala Met Cys Val Gin Leu Ala Gly Ala Ala 
145 150 155 160 

Trp Ala Ala Pro Phe Leu Ala Met Val Pro Thr Val Leu Ser Arg Ala 
165 170 175 

His Leu Asp Tyr Cys His Gly Asp Val lie Asn His Phe Phe Cys Asp 
180 185 190 

Asn Glu Pro Leu Leu Gin Leu Ser Cys Ser Asp Thr Arg Leu Leu Glu 
195 200 205 

Phe Trp Asp Phe Leu Met Ala Leu Thr Phe Val Leu Ser Ser Phe Leu 



7 



210 

v *l Thr Leu Il e 
225 

Pro Ser Ala Ser 



Leu Thr Leu Val 
260 



215 

Ser Tyr Gly Tyr 
230 

Ser Cys Gin Lys 
245 

p he He Gly T yr 



Arg Pro Gly L ys 
275 

Thr ser Val 
290 

Cys Asn Gin Thr 
305 



Ala His Ser Val 
280 

Leu Thr P ro Phe 
295 

Val Lys Thr Val 
310 



220 

He Val Thr Thr Vxi r 

235 Arg Ile 

240 

«. a, ser Thr ^ Gly ser H . a 

255 
270 

Gln Val ^ L ^ Val val A i a Leu 

285 

L eu Asn Pro Pho t 

^ne He Leu Thr Phe 
300 



Lys Gly Leu Cys 



Lys Ala Gin 
325 



320 



<210> 9 

<211> 9 71 

<212> DNA 

<213> Homo sapiens 



<400> 9 
tgcaaggccc 

tgggcttctc 

atcttctcgc 
tacatacacc 
tgactgcagt 
ctggctgcat 
tgacagacat 
tgatgagccg 
ccatggtacc 
accacttctt 
tggaattctg 
tcatctccta 
^gaaggcttt 
ccatctttct 
ccttggtgac 
agacagttaa 
aatgatgagc 



catactgtgg 
ctcctttggt 
cttcatggga 
Ca tgtacttc 
gcccaggatg 
ggtccagttc 
ggcccttgat 
ggctatgtgt 
cactgtcctc 
ct gtgacaat 
ggactttctg 
tggctacata 
ctccacttgc 
gtatgtcagg 
ttcagttctc 
aacagtgcta 



atcatggcaa 
gagctgcagg 
aacaccatca 
ttcctgggca 
ctctcagacc 
tacttccact 
cgctttgtgg 
gtccagctgg 
tcccgagctc 
gaacctctcc 
a tggtcttga 
gtgaccactg 

gggtctcacc 

c ctggcaaag 

accccctttc 
cagg ggcaga 



atctgagcca 
cccttctgta 
tcatagttat 
atttttccct 
tgttggtccc 
tttccctggg 
ccatctgcca 

ct ggggctg C 

atcttgatta 
tgcagttgtc 
cctttgtcct 
tgctgcggat 
tcacactggt 
ctcactctgt 
tcaatccctt 
tgcagaggct 



gccctccgaa 

tggccccttc 

ggtcatagct 
gctggagatc 
ccacaaagtc 
gtccacctcc 
cccactgcgc 

ct gggcagct 

ctgccatggc 
atgctctgac 
cagctccttc 
cccctctgcc 
cttcatcggc 
gcaagtcagg 
tatccttacc 
gaaaggcctt 



tttgtcctct 60 
ctcatgcttt 120 
gacacccacc 180 
ttggtaacca 240 
attaccttca 300 
ttcctcatcc 360 
tatggcactc 420 
cctttcctag 480 
gacgtcatta 540 
actcgcctgt 600 
ct ggtgaccc 660 
agcagctgcc 720 
tacagtagta 780 
a ^ggtcgtgg 84 0 
ttctgcaatc 900 
tgcaaggcac 960 
971 



<210> io 
<211> 313 
<2l2> prt 

<213> Homo sapiens 
<400> io 

M et Ala Asn Leu Ser pi r, 

1 Se * Gln p ^o Ser Glu Phe Val T 

5 io U Ph * Ser 

15 



Ser Phe Gly Glu Leu Gin Ala Leu Leu Tyr Gly Pro Phe Leu Met Leu 
20 25 30 



Tyr Leu Leu Ala Phe Met Gly Asn Thr lie lie lie Val Met Val lie 
35 40 45 

Ala Asp Thr His Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Phe 
50 55 60 

Ser Leu Leu Glu lie Leu Val Thr Met Thr Ala Val Pro Arg Met Leu 
65 70 75 80 

Ser Asp Leu Leu Val Pro His Lys Val He Thr Phe Thr Gly Cys Met 
85 90 95 

Val Gin Phe Tyr Phe His Phe Ser Leu Gly Ser Thr Ser Phe Leu He 
100 105 110 

Leu Thr Asp Met Ala Leu Asp Arg Phe Val Ala He Cys His Pro Leu 
115 120 125 

Arg Tyr Gly Thr Leu Met Ser Arg Ala Met Cys Val Gin Leu Ala Gly 
130 135 140 

Ala Ala Trp Ala Ala Pro Phe Leu Ala Met Val Pro Thr Val Leu Ser 
145 150 155 160 

Arg Ala His Leu Asp Tyr Cys His Gly Asp Val He Asn His Phe Phe 
165 170 175 

Cys Asp Asn Glu Pro Leu Leu Gin Leu Ser Cys Ser Asp Thr Arg Leu 
180 185 190 

Leu Glu Phe Trp Asp Phe Leu Met Val Leu Thr Phe Val Leu Ser Ser 
195 200 205 

Phe Leu Val Thr Leu He Ser Tyr Gly Tyr lie Val Thr Thr Val Leu 
210 215 220 

Arg He Pro Ser Ala Ser Ser Cys Gin Lys Ala Phe Ser Thr Cys Gly 
225 230 235 240 

Ser His Leu Thr Leu Val Phe He Gly Tyr Ser Ser Thr He Phe Leu 
245 250 255 

Tyr Val Arg Pro Gly Lys Ala His Ser Val Gin Val Arg Lys Val Val 
260 265 270 

Ala Leu Val Thr Ser Val Leu Thr Pro Phe Leu Asn Pro Phe He Leu 
275 280 285 

Thr Phe Cys Asn Gin Thr Val Lys Thr Val Leu Gin Gly Gin Met Gin 
290 295 300 

Arg Leu Lys Gly Leu Cys Lys Ala Gin 
305 310 



9 



<210> 11 

<211> 992 

<212> DNA 

<213> Homo sapiens 



<400> 11 

ctgtcttttg 

agccctccga 

atggcccctt 

tggtcatagc 

tgctggagat 

cccacaaagt 

ggtccacctc 

acccactgcg 

cctgggcagc 

actgccatgg 

catgctctga 

tcagctcctt 

tcccctctgc 

tcttcatcgg 

tgcaagtcag 

ttatccttac 

tgaaaggcct 



tttctcttgc 
atttgtcctc 
cctcatgctt 
tgacacccac 
cttggtaacc 
cattaccttc 
cttcctcatc 
ctatggcact 
tcctttccta 
cgacgtcatt 
cactcgcctg 
cctggtgacc 
cagcagctgc 
ctacagtagt 
gaaggtcgtg 
cttctgcaat 
ttgcaaggca 



atgcaaggcc 
ttgggcttct 
tatcttctcg 
ctacatacac 
atgactgcag 
actggctgca 
ctgacagaca 
ctgatgagcc 
gccatggtac 
aaccacttct 
ttggaattct 
ctcatctcct 
cagaaggctt 
accatctttc 
gccttggtga 
cagacagtta 
caatgatgag 



ccatactgtg 
cctcctttgg 
ccttcatggg 
ccatgtactt 
tgcccaggat 
tggtccagtt 
tggcccttga 
gggctatgtg 
ccactgtcct 
tctgtgacaa 
gggactttct 
atggctacat 
tctccacttg 
tgtatgtcag 
cttcagttct 
aaacagtgct 
cc 



gatcatggca 
tgagctgcag 
aaacaccatc 
cttcctgggc 
gctctcagac 
ctacttccac 
tcgctttgtg 
tgtccagctg 
ctcccgagct 
tgaacctctc 
gatggtcttg 
agtgaccact 
cgggtctcac 
gcctggcaaa 
cacccccttt 
acaggggcag 



aatctgagcc 60 
gcccttctgt 120 
atcatagtta 180 
aatttttccc 240 
ctgttggtcc 300 
ttttccctgg 360 
gccatctgcc 420 
gctggggctg 480 
catcttgatt 540 
ctgcagttgt 600 
acctttgtcc 660 
gtgctgcgga 720 
ctcacactgg 780 
gctcactctg 840 
ctcaatccct 900 
atgtagaggc 96 0 
992 



<210> 12 
<211> 311 
<212> PRT 

<213> Homo sapiens 



<400> 12 
Met Gin Gly Pro 
1 

Glu Phe Val Leu 
20 

Leu Tyr Gly Pro 
35 

Thr He He He 
50 

Met Tyr Phe Phe 
65 

Met Thr Ala Val 



Val He Thr Phe 
100 

Leu Gly Ser Thr 
115 



He Leu Trp He 
5 

Leu Gly Phe Ser 



Phe Leu Met Leu 
40 

Val Met Val He 
55 

Leu Gly Asn Phe 
70 

Pro Arg Met Leu 
85 

Thr Gly Cys Met 



Ser Phe Leu He 
120 



Met Ala Asn Leu 
10 

Ser Phe Gly Glu 
25 

Tyr Leu Leu Ala 



Ala Asp Thr His 
60 

Ser Leu Leu Glu 
75 

Ser Asp Leu Leu 
90 

Val Gin Phe Tyr 
105 

Leu Thr Asp Met 



Ser Gin Pro Ser 
15 

Leu Gin Ala Leu 
30 

Phe Met Gly Asn 
45 

Leu His Thr Pro 



He Leu Val Thr 
80 

Val Pro His Lys 
95 

Phe His Phe Ser 
110 

Ala Leu Asp Arg 
125 



10 



Phe Val Ala lie Cys His Pro Leu Arg Tyr Gly Thr Leu Met Ser Arg 
130 135 140 



Ala Met Cys Val Gin Leu Ala Gly Ala Ala Trp Ala Ala Pro Phe Leu 
145 150 155 160 

Ala Met Val Pro Thr Val Leu Ser Arg Ala His Leu Asp Tyr Cys His 
165 170 175 

Gly Asp Val lie Asn His Phe Phe Cys Asp Asn Glu Pro Leu Leu Gin 
180 185 190 

Leu Ser Cys Ser Asp Thr Arg Leu Leu Glu Phe Trp Asp Phe Leu Met 
195 200 205 

Val Leu Thr Phe Val Leu Ser Ser Phe Leu Val Thr Leu lie Ser Tyr 
210 215 220 

Gly Tyr lie Val Thr Thr Val Leu Arg lie Pro Ser Ala Ser Ser Cys 
225 230 235 240 

Gin Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr Leu Val Phe lie 
245 250 255 

Gly Tyr Ser Ser Thr lie Phe Leu Tyr Val Arg Pro Gly Lys Ala His 
260 265 270 

Ser Val Gin Val Arg Lys Val Val Ala Leu Val Thr Ser Val Leu Thr 
275 280 285 

Pro Phe Leu Asn Pro Phe lie Leu Thr Phe Cys Asn Gin Thr Val Lys 
290 295 300 



Thr Val Leu Gin Gly Gin Met 
305 310 



<210> 13 

<211> 314 

<212> PRT 

<213> Mus musculus 

<400> 13 

Met Met Asp Asn Leu Ser Ser Ala Thr Glu Phe Cys Leu Leu Gly Phe 
15 10 15 

Pro Gly Ser Gin Glu Leu His Tyr lie Leu Phe Ala lie Phe Phe Phe 
20 25 30 

Phe Tyr Ser Val Thr Leu Leu Gly Asn Met Val He He He He Val 
35 40 45 

Cys Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Gly Asn 
50 55 60 



Leu Ser Leu Leu Glu He Leu Val Thr Thr Thr lie Val Pro Leu Met 
65 70 75 80 



11 



Leu Trp Giy Leu Leu 



85 



LSU Pr ° G ^ Lys Gin Thr n 



e Ser Leu Asn Gly 



- «. «j Ph « Leu ^ leu iia 

105 7 hr Thr Glu Phe 

Val Leu Gly Ala 

So' ^ *** ^ ™ ^ val cys Asn 

135 r Ar 9 J hr Cys He Trp Val 

^ Met val ser Trp Met phe 

L8U Glu "a Trp Pro Val 
Cys Lys Ser Asn ^ 

Phe Tvr rvc * 17 5 

" S Ars °* sl " - - ^ uu s„ c, s As „ 

185 Cys Asn Glu Thr 

Leu Thr Glu Phe t 1p T 19 ° 
195 Ue Leu Phe u e Met Ala lle p . „ 

200 Ie Phe He He Val 



Ila 01y Tyr Sly ^ ^ ^ 

Phe Leu Tvr Val T 255 

" IS ^ Pr ° Lys Thr Gin Ala Ala Qlu 

265 Glu T ^ r Asn Arg 
Val Al= o^,. T 270 

280 ne Leu A sn Pro Phe 

»• »J ™ r leu Jtg ss „ ^ 

295 W Glu Ala Leu 4r <, Ssp sly 

3»S ^ JJJ U. u, arg Asp 

<210> 14 
<2ll> 313 
<212> PR T 

<213> Mus musculus 
<400> 14 

?S He Leu Leu Gly Leu Ser 

A*P Ala Cys Glu Leu Gin Val r " 

Val Leu ll e Phe L eu Gly Phele > T 

Y ^ ne Le " Leu Thr 

12 



20 25 30 

Tyr Phe Leu lie Leu Leu Gly Asn Phe Leu lie lie Phe lie Thr Leu 
35 40 45 

Val Asp Arg Arg Leu Tyr Thr Pro Met Tyr Tyr Phe Leu Arg Asn Phe 
50 55 60 

Ala Met Leu Glu lie Trp Phe Thr Ser Val lie Phe Pro Lys Met Leu 
65 70 75 80 

Thr Asn lie lie Thr Gly His Lys Thr lie Ser Leu Leu Gly Cys Phe 
85 90 95 

Leu Gin Ala Phe Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe Leu 
100 105 110 

Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala lie Cys Asn Pro Leu 
115 120 125 

Arg Tyr Ala Thr lie Met Ser Lys Arg Val Cys Val Gin Leu Val Phe 
130 135 140 

Cys Ser Trp Met Ser Gly Leu Leu Leu lie lie Val Pro Ser Ser lie 
145 150 155 160 

Val Phe Gin Gin Pro Phe Cys Gly Pro Asn lie lie Asn His Phe Phe 
165 170 175 

Cys Asp Asn Phe Pro Leu Met Glu Leu lie Cys Ala Asp Thr Ser Leu 
180 185 190 

Val Glu Phe Leu Gly Phe Val lie Ala Asn Phe Ser Leu Leu Gly Thr 
195 200 205 

Leu Ala Val Thr Ala Thr Cys Tyr Gly His lie Leu Tyr Thr lie Leu 
210 215 220 

His lie Pro Ser Ala Lys Glu Arg Lys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 

Ser His lie lie Val Val Ser Leu Phe Tyr Gly Ser Cys lie Phe Met 
245 250 255 

Tyr Val Arg Ser Gly Lys Asn Gly Gin Gly Glu Asp His Asn Lys Val 
260 265 270 

Val Ala Leu Leu Asn Thr Val Val Thr Pro Thr Leu Asn Pro Phe lie 
275 280 285 

Tyr Thr Leu Arg Asn Lys Gin Val Lys Gin Val Phe Arg Glu His Val 
290 295 300 

Ser Lys Phe Gin Lys Phe Ser Gin Thr 
305 310 



13 



<210> 15 
<211> 317 
<212> PRT 

<213> Mus musculus 
<400> 15 

Met Glu Gly Lys Asn Gin Thr Ala Pro Ser Glu Phe lie lie Leu Gly 
15 10 15 

Phe Asp His Leu Asn Glu Leu Gin Tyr Leu Leu Phe Thr lie Phe Phe 
20 25 30 

Leu Thr Tyr lie Cys Thr Leu Gly Gly Asn Val Phe lie lie Val Val 
35 40 45 

Thr lie Ala Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Gly 
50 55 60 

Asn Leu Ala Leu lie Asp lie Cys Tyr Thr Thr Thr Asn Val Pro Gin 
65 70 75 80 

Met Met Val His Leu Leu Ser Glu Lys Lys lie lie Ser Tyr Gly Gly 
85 90 95 

Cys Val Thr Gin Leu Phe Ala Phe lie Phe Phe Val Gly Ser Glu Cys 
100 105 110 

Leu Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr lie Ala lie Cys Lys 
115 120 125 

Pro Leu Arg Tyr Ser Phe lie Met Asn Lys Ala Leu Cys Ser Trp Leu 
130 135 140 

Ala Ala Ser Cys Trp Thr Cys Gly Phe Leu Asn Ser Val Leu His Thr 
145 150 155 160 

Val Leu Thr Phe His Leu Pro Phe Cys Gly Asn Asn Gin lie Asn Tyr 
165 170 175 

Phe Phe Cys Asp lie Pro Pro Leu Leu lie Leu Ser Cys Gly Asp Thr 
180 185 190 

Ser Leu Asn Glu Leu Ala Leu Leu Ser lie Gly lie Leu lie Gly Trp 
195 200 205 

Thr Pro Phe Leu Cys lie lie Leu Ser Tyr Leu Tyr lie lie Ser Thr 
210 215 220 

lie Leu Arg lie Arg Ser Ser Glu Gly Arg Gin Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Leu lie Val lie Leu Tyr Tyr Gly Ser Ala lie 
245 250 255 

Phe Thr Tyr Val Arg Pro lie Ser Ser Tyr Ser Leu Glu Lys Asp Arg 
260 265 270 



14 



Leu lie Ser Val Leu Tyr Ser Val Phe Thr Pro Met Leu Asn Pro lie 
275 280 285 



lie Tyr Ala Leu Arg Asn Lys Asp lie Lys Glu Ala Val Lys Ala lie 
290 295 300 

Gly Arg Lys Trp Gin Pro Pro Val Phe Ser Ser Asp Met 
305 310 315 



<210> 16 

<211> 314 

<212> PRT 

<213> Mus musculus 

<400> 16 

Met Leu Asp Met Asn lie Thr Leu Val Ser Glu Phe lie Leu Val Gly 
15 10 15 

Phe Pro Thr Ala Pro Trp Leu Gin lie Leu Leu Phe Phe lie Phe Leu 
20 25 30 

Val Val Tyr Met Leu He He Ala Glu Asn Leu Val He He Phe Thr 
35 40 45 

Val Trp Ser Thr Gly Ser Leu His Lys Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

Ser Met Ser Phe Leu Glu He Trp Tyr Val Ser Val Thr Val Pro Lys 
65 70 75 80 

Met Leu Asp Gly Phe Leu Leu Gin Arg Arg His He Ser Phe Thr Gly 
85 90 95 

Cys Met Thr Gin Leu Tyr Phe Phe He Ser Leu Ala Cys Thr Glu Cys 
100 105 110 

Val Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 

Pro Leu Arg Tyr Pro Val He Met Thr Thr Val Tyr Cys Met Gin Leu 
130 135 140 

Met Ala Leu Ser Tyr Phe Ser Gly Phe Met Val Ser Val Val Lys Val 
145 150 155 160 

Tyr Phe He Ser His Val Ala Phe Cys Gly Ser Asn Val Met Asn His 
165 170 175 

Phe Phe Cys Asp He Ser Pro He Leu Lys Leu Ala Cys Lys Asp Met 
180 185 190 

Ser Thr Ala Glu Leu Val Asp Phe Ala Leu Ala He Val He Leu Val 
195 200 205 

Phe Pro Leu He Thr Thr Val Leu Ser Tyr Val Tyr He Val Ser Thr 
210 215 220 



15 



IJ -e Leu Arg n 



225 



e Pro ser Thr Gin 



C ^ Ala ser His Le 



230 - oiy ** ^ Lys Ala Phe ser 



245 



u Thr Val val n 



240 



Phe Met Tyr Val 



e lie 
250 



Tyr Tyr Thr Al 



260 



Arg Pro Arg Al 



a Met He 
255 



" S Ala Phe Asn 



Leu He ser Ala 



265 



275 



Tyr Ala Val Leu 



280 



Thr P ro Met Leu 



lie 



Leu 
305 



Cys Leu Arg 



285 



s er Asn Lys 
270 

Asn Pro p ne 



290 



Asn 



£| G1U Lys Asp 



G iy Gly Gly Qlr 



Ala lie Lyg Lys 



300 



Cys P he Leu Leu 



310 



Cys 



<210> 17 
<2ll> 280 
<2l2> p^-p 



<213; 



Homo 



sapiens 



<400> 17 



M et Leu To-,, m 

1 LeU Asn Leu Al 



a lie He Ser Phe n 



Arg Leu Hi 



10 



6 ^ L ^u Asp ser 



s Ser Pro 



20 



Met 



Tyr Phe Phe 



15 



Leu 



Gl 



u ^t Val Val 



25 



Cys Asn Phe Se 



35 



Thr Ser Thr 



30 



r Leu Met 



v al Val Hi £ 



Leu Ser Thr 



40 



Arg Met Leu Al 



50 



His Lys Thr 



45 



a Asp Leu 



M et Ser Leu Ala 



55 



L ys Cys Le 



Phe Phe Tyr Phe 



65 



Ser Leu Gly Ser Al 



60 



u Thr Gin S 



er 



70 



a Asn Phe Leu 



II 



85 



75 



e Leu Met Val 



80 



a Il e 



Cys His Pro 



Thr n e Thr 



90 



Leu Arg Tyr P ro 



Asn Gly p ro Val 



95 



100 



Val Val Gly phe Leu 



Cys val 

105 



L ys Leu Val Val 



115 



Ser He Val 



Ala 
110 



Cys Trp 



Se 



Trp p he cys Gly 
130 y 



120 



r Pro Thr Leu 



Gin Lys Thr Arg 



Pro Asn H 



125 



e He 



135 



Gly His Tyr P he 



A1 * Pro Leu Leu 



140 



°ys Asp s 



er 



145 



Met 



L ys Leu Al 



150 



a Cys Ser Asp Thr 



Asp Leu Phe Leu 



155 



Arg His II 



e Gli. 



Ser Leu Leu Phe 



Val Leu Th ^ Thr Met Leu 



Arg 
160 



Leu 



16 



165 



170 



xl * He Leu ser Tvr n 175 

„. - - - «. - «. ». val Leu His iu pro 

200 hr ^ Ala Ser His Leu 

Thr Val Val Va i t 205 
21Q Val Leu Gly Tyr Gly 

215 He Tyr Val Arg 

U j£ Ala Val Ala Met Val 

Thr Ala Me t Val Thr Pro Phe . 240 

fro Phe Leu Asn P ro Phe Tla n u 

245 250 16 ?he Thr p he Arg 

,eu Gly prc AU Ma ^ ^ 

280 

<210> is 

<211> 254 

<212> prt 

<213> Homo sapiens 

<400> 18 

S 

Thr p ro Thr 15 

20 ^ LSU Leu Asn Leu Ala Val Ala a 

25 val Ala Asp Leu Leu 

Phe Leu Leu Thr Leu 30 
35 Pro Pro Trp Alg 

40 Tyr Leu Val Gly G ly 

A *P Trp val Phe Q1 45 

Val Val Asn Gly T yr A1 c " 

^ - Uu ^ ^ Thr M , ne ne 

Asp Arg Tyr Leu 80 

" S 1o ^ Ue Arg 

Thr P^ Arg Arg Ala Lys Val Ip T1 

100 7 Val Leu Leu Leu Val Trn v i 

105 Trp Val Leu Ala 

Leu Leu ser Leu Pro Pro Ip _ 

115 ° Pro Le " Leu Phe Ser Trn r 

120 Sr Tr P Le " Arg Thr Val 

Glu Glu Gly Asn Thr Thr v , ^ 
130 Thr Val Cy s Leu ll e Asd Ph n 

135 As P Phe Pro Glu Glu Ser 



140 



17 



Val Lys Arg Ser Tyr Val Leu Leu Ser Thr Leu Val Gly Phe Val Leu 
145 150 155 160 



Pro Leu Leu Val lie Leu Val Cys Tyr Thr Arg lie Leu Arg Thr Leu 
165 170 175 

Arg Lys Arg Ala Arg Ser Gin Arg Ser Leu Lys Arg Arg Ser Ser Ser 
180 185 190 

Glu Arg Lys Ala Ala Lys Met Leu Leu Val Val Val Val Val Phe Val 
195 200 205 

Leu Cys Trp Leu Pro Tyr His lie Val Leu Leu Leu Asp Ser Leu Cys 
210 215 220 

Leu Leu Ser lie Trp Arg Val Leu Pro Thr Ala Leu Leu lie Thr Leu 
225 230 235 240 

Trp Leu Ala Tyr Val Asn Ser Cys Leu Asn Pro lie lie Tyr 
245 250 



<210> 19 

<211> 17 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : consensus 
sequence 



<220> 

<221> VARIANT 
<222> (1) 

<223> Wherein Xaa is G or S or T or A or L or I or V or 
M or F or Y or W or C 



<220> 

<221> VARIANT 
<222> (2) 

<223> Wherein Xaa is G or S or T or A or N or C or P or 
D or E 



<220> 

<221> VARIANT 

<222> (3) 

<223> Wherein Xaa is not E or D or P or K or R or H 



<220> 

<221> VARIANT 
<222> (4) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 



<220> 

<221> VARIANT 
<222> (5) 



18 



<223> wherein Xaa is am 

^fication ^ ^ as defined ^ ^ 

<220> 

<221> VARIANT 
<222> ( 6 , 

<223> Wh ^ein xaa is L n 

A L or 1 °r v or m 

" or n or q 0r G Qr 

<220> 

<22l> VARIANT 
<222> ( 7 ) 

<223> Wherein Xaa ' 

s P- ification 1S «y a mino acid gg ^.^ ^ ^ 

<220> 

<221> VARIANT 
< 222> ( 8] 

<2 23> Wherein Xaa ' 

S P-if ication 1S -ino acid as defined , n fche 

<220> 

<221> VARIANT 
<222> f 9 ) 

<223> Where in xaa is l or i 

or I or v or m or f or T 

<221> VARIANT 
<222> ( I4) 

<222> Whe -i" Xaa is f or Y o 

or S or H 

<221> VARIANT 
<222> ( 15) 

<223> wherein Xaa is am 

specification ^ as defingd ^ ^ 

<220> 

<221> VARIANT 
<222> ( 15J 

<2 23> Wherein Xaa ■ 

S P-ification 1S ^ 3mino -id as defined ±n ^ 

<220> 

<221> VARIANT 
<222> ( 17) 

< 223 > Wherein Xaa is l or i 

<221> VARIANT 
<222> ( 10) 

<223> Whe ^in xaa is G n 

±S G or S or t 
<220> or T or a or N or c 

<221> VARIANT 
<222> (U) 

<223> Wh - e - xa a is l or i 

or I or v or M or F or Y o 

or Y or w or 

19 



S °r T or A or c 

<220> 

<22l> VARIANT 
<222> ( 12) 

<223> Whe -« *»a is D or e o 

ur E or n or p 



<400> 19 

" XM x " x " XM - - - - - *. , 

Xaa 10 Arg Xaa Xaa Xaa 

15 



<210> 20 
<2ll> 99Q 
<2I2> DNA 
<213 > Homo sapiens 
<400> 20 



- - - ^ u 
Sractaaataa 1-^ 

tcccaaggac t! SaCaacca ct ^a gt a cc a . 

si ssS 3P« kes =o 
s «s r 

tat 9tggctg tgStf 930 Cat ^agttt gcatT^^ "ctttet't a c ' 9tCCCC 240 

acatttcagt ttL 9 ^ 9 ^tttgg a ttf , atU ^acagSE ' 9tggacc 9t 360 
caa ttgctca ^ caaatcaa 9 a g t tc^f^ 9 ""tc^ 4 20 

^tgttttta ttct 9 ,, g C?ata acact cttr ^ att "tactq t l t9CC 480 

tcccacttc. ce 8 "?^ gt ^cctct ggc^f 9 ^cctacac ctaS^ 6 °° 
a agcaaacac a™ gt ^attggctar „ gCcg 9 a gga a a g ccttc . CCacat tatc 660 

3 a t g gg atg 9 ^"^a tctttactct t r 9tttCCt tgttggttt* , C9tgaaa «c 780 

^tggtccaa gSf 9 ^ ^a-ctcc^ aa S\ tSaea aa StSaa« £ tSttaacc 840 
9CCtCagg ?t taattattaf aaagatta ?= tgttctgtfa 99CCCtcc 9a 900 

y cc agtttta 9so 

<210> 21 990 
<2li> 310 



<212> p RT 
<213 > Ho mo sap.ens 
<400> 21 



5 Ala Thr Glu p he H . 

SU ^ ^ 

y SSr Gln Gly Leu His «■ 15 
20 Hls H,s i le Leu 

Phe Tyr t 25 Phe Phe Phe 

^ Leu Val Th r t _ 30 

LSU Met G ^ Asn Thr Val „ 

40 aI Ile He val ri , 

SO * *rg Leu Gl n Ser Prn „ 

55 r ° Met ^ Phe Phe T „ 

60 LSU Ser 



20 



• ~ - - - - •" - - -s - ... - ... 

L ^ Trp Gly Leu L 80 

90 U Ser Leu His 

Va l Ser Leu Asn Phe Ser- n 95 
100 CyS Gly Thr Met Qlu Phe ^ 

105 Ala Leu Leu Gly 

Met Ala Val A s D a. , 110 
115 AS P Arg Tyr Val Ala 

120 73 Asn p ^o Leu Arg T y r 

**n He He Met Asn « B e 125 
130 Asn Ser Ser Thr Cys Ile TrD v n 

135 Tr P Val val n e Val Ser 

£ ^ ^ Gly Phe Leu 

Gln ^ Thr Phe Arg Lys ser Asn Se T 

165 Asn ser Leu Asp His Phe Tvr r 

170 Tyr c ys Asp 

9 Gly Gln L 175 

185 r Leu L eu Thr Glu 

p he He Leu P he Leu Met a, , 

195 Met Ala Val P he U e Leu Ile Qlv Q 

200 ile G1 y Ser Leu H e 

p ro Thr He Val o 205 
210 31 Ser Thr Tyr Ile 

S ^ 
Phe Ser xhr phe Wa h . 

£ ^ ^ «» -u Tyr Val 

^ P- Lys Gln Thr 

" 31 2? Asn ^s ne Val 



LS 

240 



270 



255 

Ser Leu 



Leu Val ser Val T 

r vaJ - Leu Thr Pt-o t 
2 75 nr Pro Leu Pro Qlu Ser Phe «■ 

280 Sr Phe Hj -s Leu Tyr Ser 

Ser Asp Asp Lys Val r 285 
V ys Val Lys Qlu Ala Leu Ara n 

3 Q £ Lys A ^ <** 

310 



<210> 22 
<211> 314 
<212> p^-p 

<213> musculus 
<400> 22 



Ala Thr Glu Phe Cv, r 

Cys Leu Leu Gly Phe 

21 



1 



5 



10 



15 



Pro Gly Ser Gin Glu Leu His Tyr lie Leu Phe Ala lie Phe Phe Phe 
20 25 30 

Phe Tyr Ser Val Thr Leu Leu Gly Asn Met Val lie lie lie lie Val 
35 40 45 

Cys Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Gly Asn 
50 55 60 

Leu Ser Leu Leu Glu lie Leu Val Thr Thr Thr lie Val Pro Leu Met 
65 70 75 80 

Leu Trp Gly Leu Leu Leu Pro Gly Lys Gin Thr lie Ser Leu Asn Gly 
85 90 95 

Cys lie Ala Gin Leu Phe Leu Tyr Leu Ala Leu Gly Thr Thr Glu Phe 
100 105 110 

Ala Val Leu Gly Ala Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn 
115 120 125 

Pro Leu Arg Tyr Ser Val lie Met Asn Ser Arg Thr Cys lie Trp Val 
130 135 140 

Val Met Val Ser Trp Met Phe Gly Phe Leu Ser Glu lie Trp Pro Val 
145 150 155 160 

Tyr Ala Thr Phe Gin Phe Thr Phe Cys Lys Ser Asn Leu Leu Asp His 
165 170 175 

Phe Tyr Cys Asp Arg Gly Gin Leu Leu Lys Leu Ser Cys Asn Glu Thr 
180 185 190 

Phe Leu Thr Glu Phe He Leu Phe He Met Ala He Phe He He Val 
195 200 205 

Gly Ser Leu He Pro Thr He Val Ser Tyr Thr Tyr He He Ser Thr 
210 215 220 

He Leu Lys He Pro Ser Ala Ser Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Phe Thr Phe Val Val He Gly Tyr Gly Thr Cys Leu 
245 250 255 

Phe Leu Tyr Val Lys Pro Lys Gin Thr Gin Ala Ala Glu Tyr Asn Arg 
260 265 270 

Val Ala Ser Leu Leu Val Ser Val Val Thr Pro Phe Leu Asn Pro Phe 
275 280 285 

He Phe Thr Leu Arg Asn Asp Lys Val Lys Glu Ala Leu Arg Asp Gly 
290 295 300 

Val Lys Arg Cys Cys Leu Leu Leu Arg Asp 



11 



305 



310 



<210> 23 
<211> 313 
<212> PRT 

<213> Mus musculus 
<400> 23 

Met Ala Asn Ser Thr Thr Val Thr Glu Phe lie Leu Leu Gly Leu Ser 
15 10 15 

Asp Ala Cys Glu Leu Gin Val Leu lie Phe Leu Gly Phe Leu Leu Thr 
20 25 30 

Tyr Phe Leu lie Leu Leu Gly Asn Phe Leu lie lie Phe lie Thr Leu 
35 40 45 

Val Asp Arg Arg Leu Tyr Thr Pro Met Tyr Tyr Phe Leu Arg Asn Phe 
50 55 60 

Ala Met Leu Glu lie Trp Phe Thr Ser Val lie Phe Pro Lys Met Leu 
65 70 75 80 

Thr Asn lie lie Thr Gly His Lys Thr lie Ser Leu Leu Gly Cys Phe 
85 90 95 

Leu Gin Ala Phe Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe Leu 
100 105 110 

Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala lie Cys Asn Pro Leu 
115 120 125 

Arg Tyr Ala Thr lie Met Ser Lys Arg Val Cys Val Gin Leu Val Phe 
130 135 140 

Cys Ser Trp Met Ser Gly Leu Leu Leu lie lie Val Pro Ser Ser lie 
145 150 155 160 

Val Phe Gin Gin Pro Phe Cys Gly Pro Asn lie lie Asn His Phe Phe 
165 170 175 

Cys Asp Asn Phe Pro Leu Met Glu Leu lie Cys Ala Asp Thr Ser Leu 
180 185 190 

Val Glu Phe Leu Gly Phe Val He Ala Asn Phe Ser Leu Leu Gly Thr 
195 200 205 

Leu Ala Val Thr Ala Thr Cys Tyr Gly His He Leu Tyr Thr He Leu 
210 215 220 

His He Pro Ser Ala Lys Glu Arg Lys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ser His He He Val Val Ser Leu Phe Tyr Gly Ser Cys lie Phe Met 
245 250 255 



Tyr Val Arg Ser Gly Lys Asn Gly Gin Gly Glu Asp His Asn Lys Val 
260 265 270 



Val Ala Leu Leu Asn Thr Val Val Thr Pro Thr Leu Asn Pro Phe lie 
275 280 285 

Tyr Thr Leu Arg Asn Lys Gin Val Lys Gin Val Phe Arg Glu His Val 
290 295 300 

Ser Lys Phe Gin Lys Phe Ser Gin Thr 
305 310 



<210> 24 
<211> 316 
<212> PRT 

<213> Mus musculus 
<400> 24 

Met Glu Asn lie Thr Asn lie Ser Glu Phe lie Leu Met Gly Phe Pro 
15 10 15 

Thr Ala Pro Trp Leu Gin lie Leu Leu Phe Ser lie Phe Phe lie Thr 
20 25 30 

Tyr Val Phe Val Leu Leu Glu Asn Leu Val lie lie Leu Thr Val Trp 
35 40 45 

Val Thr Gly Ser Leu His Lys Pro Met Tyr Tyr Phe Leu Ser Thr Met 
50 55 60 

Ser Phe Leu Glu Ala Trp Tyr lie Ser Val Thr Val Pro Lys Met Leu 
65 70 75 80 

Ala Gly Phe Leu Phe Arg Pro Asn Thr lie Ser Phe Leu Gly Cys Met 
85 90 95 

Thr Gin Leu Tyr Phe Phe Met Ser Leu Ala Cys Thr Glu Cys Val Leu 
100 105 110 

Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Trp Pro Leu 
115 120 125 

Arg Tyr Pro Val Met Met Thr Thr Gly Phe Cys Val Gin Leu Thr lie 
130 135 140 

Ser Ser Trp Val Ser Gly Phe Thr lie Ser Met Ala Lys Val Tyr Phe 
145 150 155 160 

lie Ser Arg Val Ala Phe Cys Gly Asn Asn Val Leu Asn His Phe Phe 
165 170 175 

Cys Asp Val Ser Pro lie Leu Lys Leu Ala Cys Met Asn Leu Ser Met 
180 185 190 

Ala Glu Thr Val Asp Phe Ala Leu Ala lie Val lie Leu lie Phe Pro 
195 200 205 



24 



Sjr Ma Th r Val Leu s r ryr 81y P he Ile Val s „ Thr ^ ^ 



215 220 



He P„ Ser Ala Gly G1 „ ftrg Lys flla ^ 

240 



ser His le „ Thr val VaX Val „e P h e Iyr Thr „. Val „ e phe 

250 

•»r « Ar g Pro Arg A1> Ue su ^ ^ ^ 

265 270 
s« «. U. T„r M, val Phe , p „ Leu ^ ^ ^ ^ 

285 

Cys Leu Arg Asn Lys Glu Val Lys Asn ai* ti * 

290 yS ASP Ala Ile Ar 9 Lys Thr He Ala 

295 300 

Gly Gly Arg Ala Pro Ala Leu Gly Glu Ser lie S er 

310 315 

<210> 25 

<211> 316 

<212> PRT 

<213> Mus musculus 

<400> 25 

Met Glu Asn lie Thr Asn lie Ser Glu Phe lie Leu 



10 15 



Met Gly Phe Pro 

Thr M, Pro ^ leu G1 „ ne Leu Leu P„e ser He Phe ^ u " Thr 

•V* Val Phe VaX „ Le „ 01n s Leu Val n . ^ ^ ^ ^ 

40 45 

Val Thr Gly Ser Leu His Lys Pro Met Tyr Tvr Ph. t * 

50 ' ec lyr Tyr Ph ^ Leu Ser Thr Met 

" 60 

S« Phe Leu Glu Ali Tyr IU ser ^ l ^ ^ 

75 

«» Oly Phe Leu Ph. „ ls Pro Ssn Thr n . ^ ^ ^ " 

90 

Thr Gl„ Leu T£ P h . Ph e „ et Ser Ma Cys ^ ^ ^ ^ ^ 

1Ub 110 

Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala r . 

115 * 7 VaX Ala Ile c ys Trp Pro Leu 

125 

Arg Tyr Pro Val Met Met Thr Thr- riv nv, „ 

13 0 7 ° yS Val Gln Leu Th ^ He 

XJb 140 



145 

- - ™ *. Phe cys Glr SM ^ Leu Asn his phe ™ 
cys isp vai s. r pt ° 118 - - - c Ya M9t isn Lm 2 Met 

190 

AU - ™ ^ - - - - - val Ile ^ n . phe pro 

- £ «a Thr „ al Leu 3„ ^ ^ ne ^ 2 5 ^ ^ 

- - - ser Ma ^ By Gln arg Lys 2 ser Thr ^ Ala 

235 240 



S " ^ £ ™ ™ - - £ »r Ma Val „. phe 

_ 255 

» jj. Arg Ma „. Ma f „ Phe asn ser isn ^ lm q< 

S " £ Ty * AU ™ "» - - u. > a » ,„ Z „ t Tyr 



280 

285 



LI ^ Ue A ^ ^ Thr lie Ala 



Cys Leu Arg Asn Lys Glu 

—j~ rtxci ue 

«V «y Ar 9 u . Pro Gly s ^ ne 

10 315 

<210> 26 
<211> 314 
<212> PRT 

<213> Mus musculus 

r*^ Met 6S „ n . Thr Leu vai ^ giu phe ne ^ ^ 
- .» ». Pro Trp Leu Gln Leu Leu phe phe u< rh i ; Lm 

b 30 
V " T S L - - - - - Asn Leu vai .e Ile phe Thr 

- -p ser Thr Gly ser Leu „ ls Lys Pro Met ^ t ;; phe Leu ser 

« Met ser phe Leu r Q - - - v! Thr val Pro 

Met Leu Asp Gly Phe Leu Leu Gln 

85 3 Hls Ile Ser Phe Thr Gly 

95 



26 



Cys Met Thr Gin Leu Tyr Phe Phe lie Ser Leu Ala Cys Thr Glu Cys 
100 105 110 



Val Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 

Pro Leu Arg Tyr Pro Val lie Met Thr Thr Val Tyr Cys Met Gin Leu 
130 135 140 

Met Ala Leu Ser Tyr Phe Ser Gly Phe Met Val Ser Val Val Lys Val 
145 150 155 160 

Tyr Phe lie Ser His Val Ala Phe Cys Gly Ser Asn Val Met Asn His 
165 170 175 

Phe Phe Cys Asp lie Ser Pro lie Leu Lys Leu Ala Cys Lys Asp Met 
180 185 190 

Ser Thr Ala Glu Leu Val Asp Phe Ala Leu Ala He Val He Leu Val 
195 200 205 

Phe Pro Leu He Thr Thr Val Leu Ser Tyr Val Tyr He Val Ser Thr 
210 215 220 

He Leu Arg He Pro Ser Thr Gin Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Val Val He He Tyr Tyr Thr Ala Met He 
245 250 255 

Phe Met Tyr Val Arg Pro Arg Ala He Ala Ser Phe Asn Ser Asn Lys 
260 265 270 

Leu He Ser Ala Val Tyr Ala Val Leu Thr Pro Met Leu Asn Pro Phe 
275 280 285 

He Tyr Cys Leu Arg Asn Arg Glu Val Lys Asp Ala He Lys Lys Thr 
290 295 300 

Leu Gly Gly Gly Gin Cys Phe Leu Leu Cys 
305 310 



<210> 27 

<211> 971 

<212> DNA 

<213> Homo sapiens 



<400> 27 

caatgatgga 

cacgaccctc 

tcttgggcaa 

tgtacttctt 

cacagctcct 

tccagttcta 

cctatgaccg 

agctttgcct 



aatagccaat 
actagaaact 
tggcatcatc 
tcttgccaac 
ggctaacctc 
tatctcccat 
ctacgctgcc 
tgggctagct 



gtgagttctc 
gtcctcttca 
attctggtct 
ctctccttcc 
tggggaccac 
tggctggggg 
atctgcaggc 
ttggcctcct 



cagaagtctt 
tagttgtctt 
cccatacaga 
tggacatgag 
agaaaaccat 
caaccgagtg 
cactccatta 
ggctgggggg 



tgtcctcctg 
gagtttttac 
tgtgcacctc 
cttcaccacg 
aagctatgga 
tgtcctgctg 
cactgtcatt 
tctgaccacc 



ggcttctccg 60 
atggtatcga 120 
cacacaccta 180 
agcattgtcc 240 
gggtgtgtgg 3 00 
gccaccatgt 360 
atgcatccac 420 
agcatggtgg 4 80 



27 



gctccacgct 
gcgagatgcc 
tgtacctggc 
gccacattgc 
acacctgttc 
atctccagcc 
ccgtagtcac 
gcgccctccg 
tttagagact 



caccatgctc 
cctcattatg 
cagctttgtc 

ccgggccgtg 

ttcccacgtg 
agccaagagc 
tcctgcgttg 
gcacatggta 

c 



ctaccgctgt 
caactggctt 
tttgttgtcc 
ttgaagatca 
gctgtggtgt 
acctcccatg 
aacccagtta 
ttagagaact 



gtgggaacaa 
gtgtggatac 
tgcctctggg 
ggtcagcaga 
ctctgtttta 
agcagggcaa 
tttacaccct 
gctgtggctc 



ttgcatcgac 
cagcctcaat 
gctcatcctg 
agggcggaga 
cgggagcatc 
gttcatagct 
gaggaacacg 
tgcaggcaag 



cacttctttt 540 
gagatggaga 6 00 
gtctcttacg 660 
aaggcattca 72 0 
atcttcatgt 780 
ctgttctaca 840 
gaggtgaaga 900 
ctggcgcaaa 960 
971 



<210> 28 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Met Met Glu lie Ala Asn Val Ser Ser Pro Glu Val Phe Val Leu Leu 
15 10 15 

Gly Phe Ser Ala Arg Pro Ser Leu Glu Thr Val Leu Phe lie Val Val 
20 25 30 

Leu Ser Phe Tyr Met Val Ser lie Leu Gly Asn Gly lie lie lie Leu 
35 40 45 

Val Ser His Thr Asp Val His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ala Asn Leu Ser Phe Leu Asp Met Ser Phe Thr Thr Ser lie Val Pro 
65 70 75 80 

Gin Leu Leu Ala Asn Leu Trp Gly Pro Gin Lys Thr lie Ser Tyr Gly 
85 90 95 

Gly Cys Val Val Gin Phe Tyr lie Ser His Trp Leu Gly Ala Thr Glu 
100 105 110 

Cys Val Leu Leu Ala Thr Met Ser Tyr Asp Arg Tyr Ala Ala lie Cys 
115 120 125 

Arg Pro Leu His Tyr Thr Val lie Met His Pro Gin Leu Cys Leu Gly 
130 135 140 

Leu Ala Leu Ala Ser Trp Leu Gly Gly Leu Thr Thr Ser Met Val Gly 
145 150 155 160 

Ser Thr Leu Thr Met Leu Leu Pro Leu Cys Gly Asn Asn Cys lie Asp 
165 170 175 

His Phe Phe Cys Glu Met Pro Leu lie Met Gin Leu Ala Cys Val Asp 
180 185 190 

Thr Ser Leu Asn Glu Met Glu Met Tyr Leu Ala Ser Phe Val Phe Val 
195 200 205 

Val Leu Pro Leu Gly Leu lie Leu Val Ser Tyr Gly His lie Ala Arg 



28 



210 



215 



220 



Ala Val Leu Lys lie Arg Ser Ala Glu Gly Arg Arg Lys Ala Phe Asn 
225 230 235 240 

Thr Cys Ser Ser His Val Ala Val Val Ser Leu Phe Tyr Gly Ser lie 
245 250 255 

lie Phe Met Tyr Leu Gin Pro Ala Lys Ser Thr Ser His Glu Gin Gly 
260 265 270 

Lys Phe lie Ala Leu Phe Tyr Thr Val Val Thr Pro Ala Leu Asn Pro 
275 280 285 

Val lie Tyr Thr Leu Arg Asn Thr Glu Val Lys Ser Ala Leu Arg His 
290 295 300 



Met Val Leu Glu Asn Cys Cys Gly Ser Ala Gly Lys Leu Ala Gin lie 
305 310 315 320 



<210> 29 
<211> 312 
<212> PRT 

<213> Mus musculus 
<400> 29 

Met Glu Val Asp Ser Asn Ser Ser Ser Gly Thr Phe lie Leu Met Gly 
15 10 15 

Val Ser Asp His Pro His Leu Glu lie lie Phe Phe Ala Val lie Leu 
20 25 30 

Ala Ser Tyr Leu Leu Thr Leu Val Gly Asn Leu Thr lie lie Leu Leu 
35 40 45 

Ser Arg Leu Asp Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Ser Leu Asp Leu Ala Phe Thr Thr Ser Ser Val Pro Gin 
65 70 75 80 

Met Leu Lys Asn Leu Trp Gly Pro Asp Lys Thr lie Ser Tyr Gly Gly 
85 90 95 

Cys Val Thr Gin Leu Tyr Val Phe Leu Trp Leu Gly Ala Thr Glu Cys 
100 105 110 

lie Leu Leu Val Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Arg 
115 120 125 

Pro Leu His Tyr Met Thr Val Met Asn Pro Arg Leu Cys Trp Gly Leu 
130 135 140 



29 



Ala Ala n e Ser Trp ^ 



150 



Gly ° ly L - Gly Asn ser val II 



Thr Phe Thr Leu 



155 



Gin Leu p ro Phe 



e Gin Ser 
160 



165 



c ys Gly His Arg Lys 



Phe Leu Cys Gl 



170 



180 



u Val Pro Al 



v al Asp Asn 
175 



a Met He Lys Leu 



185 



Ale 



Cys Gly Asp Thr 



Ser Leu Asn Gl 



195 



n vai ie - ^ - cys Thr Phe 



190 



Val Pro val Ser 



205 



Phe Thr Val 



210 



Va l He Leu Val 



215 



Ser Tyr Cys Phe 



v al Met Lys iu 



220 



He Ala Gin Ala 



225 



Arg Ser Val Glu Gly 



230 



Arg Arg Lys Ala 



Cys Val Ser Hi 



235 



Phe Asn Thr 



s Leu Val Val Val 



240 



245 



Phe Leu Phe Tyr Gly 



T yr Gly Tyr Leu 



250 



260 



Pr ° Ala ^ Ser Ser Asn 



Ser Ala ll 6 
255 



p he He Ser Leu 



265 



Q ln Ser Gin Gly Lys 



275 



Phe Tyr Ser Val 



270 



280 



Val Thr Pro Met Val Asn Pro 



lie 



Leu 
305 



T yr Thr Leu Arg 



285 



Leu 



290 



Asn Lys Glu Val 



295 UiU Ala Leu Gly 



Gly Lys Gly A rg Gly 



300 



Arg Leu 



310 



Ala Ser 



<210> 30 
<2H> 312 
<212> pr T 
<213> Homo 



sapiens 



<400> 30 



Met Leu Met Lys Lys 



Asn Ala Ser Phe 



Gly Phe Ser 



Glu 
10 



Asp Phe Phe II 



Asn 
20 



Trp Pro His Leu 



e Leu Leu 
15 



G lu Val Val Leu 



40 



25 



Phe Val Val n € 



Gly Asn Leu Phe 



Leu Ser Tyr Lei 



45 



30 



He He n € 



50 



Asp Ser His Leu 



55 



His Thr Pro Met Tyr P he Phe 



Ser Asn Leu s 



60 



Leu 



65 



er Phe Leu 
70 



Asp Leu Cys Tyr Thr Thr s 



Gin Leu Leu Val 



75 



er Ser H 



Asn Leu Trp Gly Pro Gll 



e Pro 
80 



90 



Lys Thr He s 



er Tyr Ala 
95 



Gly Cys Thr Val Gin Leu Tyr Phe Val Leu Ala Leu Gly Thr Ala Glu 
100 105 110 



Cys Val Leu Leu Val Val Met Ser Tyr Asp Arg Tyr Ala Ala Val Cys 
115 120 125 

Arg Pro Leu His Tyr Thr Val Leu Met His Pro Arg Phe Cys Arg Leu 
130 135 140 

Leu Ala Ala Ala Ser Trp Val Ser Gly Phe Thr Thr Ser Ala Leu His 
145 150 155 160 

Ser Ser Phe Thr Phe Trp lie Pro Leu Cys Arg His Arg Leu Val Asp 
165 170 175 

His Phe Phe Cys Glu Val Pro Ala Leu Leu Arg Leu Ser Cys Val Asp 
180 185 190 

Thr Gin Ala Asn Glu Leu Thr Leu Met Val Met Ser Ser He Phe Val 
195 200 205 

Leu He Pro Leu He Leu He Leu Thr Ser Tyr Gly Ala He Ala Arg 
210 215 220 

Ala Val Leu Ser Met Gin Ser Thr Thr Gly Leu Gin Lys Val Leu Arg 
225 230 235 240 

Thr Cys Gly Ala His Leu Met Val Val Ser Leu Phe Phe He Pro Val 
245 250 255 

Met Cys Met Tyr Leu Gin Pro Pro Ser Glu Asn Ser Gin Asp Gin Gly 
260 265 270 

Lys Phe He Ala Leu Phe Tyr Thr Val Val Thr Pro Ser Leu Asn Pro 
275 280 285 

Leu He Tyr Thr Phe Arg Asn Lys Asp Val Arg Gly Ala Val Lys Arg 
290 295 300 

Leu Met Gly Trp Glu Trp Gly Met 
305 310 



<210> 31 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 31 

Met Leu Met Lys Lys Asn Ala Ser Phe Glu Asp Phe Phe Leu Leu Leu 
15 10 15 

Gly Phe Ser Asn Trp Pro His Leu Glu Val Val Leu Phe Val Val He 
20 25 30 

Leu lie Phe Tyr Leu He Thr Leu He Gly Asn Leu Phe He He lie 



31 



35 



40 



e Pro 
80 



Leu Ser Tw t 45 

Pr ° ^ ^ Phe Phe Leu 

Se r Asn Leu ser PhP r 

^ *P !«, C, S ^ Tht Sm 

75 

" LM l6U Val >*u Trp 01y Pro Q , r 

y Pro azu Lys Thr „. Ser iyr au 

G1 y Cys Thr v : 95 
di bJ -n Leu Tvr Pho ™ i 

Leu Ala Leu Qiy ^ 

Cys val Leu Leu Val v _, ^ 110 
U5 Val Met Ser Tyr Asp Arq 

1 20 p Tyr Ala Ala Val C y s 

Arg Pro Leu His 125 

Val Leu Met His Pro Arg phe 



- - Ala Ala Ser ^ Val Ser ^ ^ ^ 

155 



140 



Cys Arg Leu 



s 

160 



175 

190 
Le Phe Val 



T hr Ser Ala Leu Hi 

Phe ^ Phe Trp ne 

165 r ° Leu Cys Arg His Ara t 

170 3 Leu V al Asp 

H« Phe Phe cys 01u Val prQ 

T hr Gin ai a . IS" 

"s *" ^ ™* ■« *t Va! „« s „ , 

200 er Ser 11 

L ^u He Pro Leu n P T 205 
210 He Leu He Leu Thr 

215 2,n 13 116 Ala Arg 

A la Val Leu Ser Met n 

22s er Met Gin Ser Thr Thr Qlv r 

23 0 G1 V Leu Gin Lys Val Leu 

^ ^ His Leu Met Val V , 

245 Val Val ser Leu Phe Phe Ile p 

250 Iie Pro Val 

Me t Cys Met Tvr t 255 
Z Tyr Leu Gin P ro Prn c 

260 ° Pro s er Glu Asn Ser rin » 

265 r Gln As P Gin Gly 

Lys Phe ii e fl1a T 270 

280 nr Pro Se r Leu Asn P ro 

Leu He Tyr Thr Phe Ara a ^ 
290 ne Aro Asn Lys Asp Val Ara n 

^ 3^ Ala Val Lys Arg 

Leu Met Gly Trn m 
3 05 y rp GIu Gly Met 

310 



Arg 
240 



<210> 3 2 
<21l> 311 
<212> p RT 



32 



<213> Homo 



sapiens 



<400> 32 
Met Asn 



Asp Asp Gly L ys Val 



A sn Ala Ser S 



er Gl 



L eu Val Gly Ph e 



10 



Gly T yr Phe H e 



20 



Ser Asn Trp Pro His Leu ^ 

25 



15 



Val He Phe Val 



Val Val Leu H 



30 



e Phe 



35 



Tyr Leu Met Thr Leu ll e 



40 



Gly Asn Leu Phe 



He H 



50 



e Leu Ser Tyr Leu 



45 



He 



Asp Ser His Leu 



55 



His Thr Pro Met Tyr Phe 



Phe Leu Ser Asn 



60 



65 



He Pro Gin Leu 



I? L<M ■« Cy. Tyr Thr Thr 

75 

Leu Val Asn Leu Trp Gly 



Tyr Ala Gly Cys Met II 



90 



Ser Ser 
80 



Pro Glu Lys Thr Il e Ser 



100 



6 Gln Leu Tyr Phe Val Leu 



95 



Thr Glu Cys Val 



105 



Ala Leu Gly Thr 



115 



Leu Leu Val Val Met Ser 



110 



120 



Tyr Asp Arg Tyr Al 



Val 



Cys Arg Pro Leu 



125 



a Ala 



130 



His Tyr Thr Val 



135 



Leu Met His Pro Arg 



Hi s Leu Leu Al 



140 



Phe 



Cys 



M5 -u „. v al „. ser Trp val 



Leu His Ser Se 



155 



Thr Asn Ser Ala 



r Phe Thr Phe Trp Val 



160 



165 



Val Asp His Phe 



Pro Leu 
170 



c ys Gly His Arg Gin 



180 



Phe cys Glu Val 



175 



p ro Ala Leu Leu Arg 

1 Q C ^ 



185 



Val Asp Thr His 



195 



Val Asn Glu Leu 
200 



Leu Ser 
190 



Cys 



Thr Leu Met H e Thr 



Phe Val Leu H 



205 



Ser Ser n e 



210 



6 Pr ° Leu He Leu He Leu 



215 



Thr Ser Tyr Gly Ala n € 



Val 
225 



Phe 



Arg Ala Val Leu 



220 



Arg Met Gin Ser Thr 



230 



Gly Thr Cys Gly Al 



Thr 
235 



Gly Leu Gin Lys Val 



245 



a His Leu Met Al 



240 



Pro Ala Met Cys IU 



250 



* Val Ser Leu Phe Phe II, 



260 



Tyr Leu Gin Pro 



255 



265 



Pro Ser Gly Asn S 



er Gin 



Gin Gly Lys Phe 



275 



116 Ala Leu P^ Tyr Thr Val 



270 



Asp 



280 



Val Thr Pro s 
285 



er Leu 



Asn Pro Leu lie Tyr Thr Leu Arg Asn Lys Val Val Arg Gly Ala Val 
290 295 300 

Lys Arg Leu Met Gly Trp Glu 
305 310 



<210> 33 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 33 

Met Asp Gin Ser Asn Tyr Ser Ser Leu His Gly Phe lie Leu Leu Gly 
15 10 15 

Phe Ser Asn His Pro Lys Met Glu Met lie Leu Ser Gly Val Val Ala 
20 25 30 

lie Phe Tyr Leu lie Thr Leu Val Gly Asn Thr Ala lie lie Leu Ala 
35 40 45 

Ser Leu Leu Asp Ser Gin Leu His Thr Pro Met Tyr Phe Phe Leu Arg 
50 55 60 

Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser lie lie Pro Gin 
65 70 75 80 

Met Leu Val Asn Leu Trp Gly Pro Asp Lys Thr lie Ser Tyr Val Gly 
85 90 95 

Cys He He Gin Leu Tyr Val Tyr Met Trp Leu Gly Ser Val Glu Cys 
100 105 110 

Leu Leu Leu Ala Val Met Ser Tyr Asp Arg Phe Thr Ala He Cys Lys 
115 120 125 

Pro Leu His Tyr Phe Val Val Met Asn Pro His Leu Cys Leu Lys Met 
130 135 140 

He He Met He Trp Ser lie Ser Leu Ala Asn Ser Val Val Leu Cys 
145 150 155 160 

Thr Leu Thr Leu Asn Leu Pro Thr Cys Gly Asn Asn He Leu Asp His 
165 170 175 

Phe Leu Cys Glu Leu Pro Ala Leu Val Lys He Ala Cys Val Asp Thr 
180 185 190 

Thr Thr Val Glu Met Ser Val Phe Ala Leu Gly He He He Val Leu 
195 200 205 

Thr Pro Leu He Leu He Leu He Ser Tyr Gly Tyr He Ala Lys Ala 
210 215 220 

Val Leu Arg Thr Lys Ser Lys Ala Ser Gin Arg Lys Ala Met Asn Thr 
225 230 235 240 



34 



Cys Gly ser His Leu Thr Va] Ual c 

24s val val ser Met Phe T yr Gly Thr ^ ^ 

Tyr Met Tyr Leu Gin Pro riv n 

Gly Asn ^ Ala ser Lys ^ 

Phe Leu Thr Leu Phe Tyr Thr Val Tlo ™ 

So 16 Pr ° S - Leu Pro Leu 

- - - - - - - Met Lys ASP Ala :: Lys Lys Leu 

320 



<210> 34 

<211> 1025 

<212> DNA 

<213> Homo sapiens 

<400> 34 



agctgtggac catctcttca 

££i 3=5 bli ES =w sss £ 

i£ 155 «~ S£ 5S Er- ~ 
521 55S S£ =p£ Si 5 
si 53- 55? s« 

yy ^ctcaggtta gtagctgagg i 02 0 



<210> 35 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 35 



'~ LM ^ - - «" ™ - - - - u. ^ Gly 

- s « - - - «. - «. Ph . Pro leu c ;; ser 



35 



Ala Met Tyr Leu Val Thr Leu Leu Gly Asn Thr Ala lie Met Ala Val 
35 40 45 



Ser Val Leu Asp lie His Leu His Thr Pro Val Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ser Thr Leu Asp lie Cys Tyr Thr Pro Thr Phe Val Pro Leu 
65 70 75 80 

Met Leu Val His Leu Leu Ser Ser Arg Lys Thr lie Ser Phe Ala Val 
85 90 95 

Cys Ala lie Gin Met Cys Leu Ser Leu Ser Thr Gly Ser Thr Glu Cys 
100 105 110 

Leu Leu Leu Ala lie Thr Ala Tyr Asp Arg Tyr Leu Ala lie Cys Gin 
115 120 125 

Pro Leu Arg Tyr His Val Leu Met Ser His Arg Leu Cys Val Leu Leu 
130 135 140 

Met Gly Ala Ala Trp Val Leu Cys Leu Leu Lys Ser Val Thr Glu Met 
145 150 155 160 

Val lie Ser Met Arg Leu Pro Phe Cys Gly His His Val Val Ser His 
165 170 175 

Phe Thr Cys Lys lie Leu Ala Val Leu Lys Leu Ala Cys Gly Asn Thr 
180 185 190 

Ser Val Ser Glu Asp Phe Leu Leu Ala Gly Ser lie Leu Leu Leu Pro 
195 200 205 

Val Pro Leu Ala Phe lie Cys Leu Ser Tyr Leu Leu lie Leu Ala Thr 

210 215 220 

lie Leu Arg Val Pro Ser Ala Ala Arg Cys Cys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Leu Ala His Leu Ala Val Val Leu Leu Phe Tyr Gly Thr lie lie 
245 250 255 

Phe Met Tyr Leu Lys Pro Lys Ser Lys Glu Ala His lie Ser Asp Glu 
260 265 270 

Val Phe Thr Val Leu Tyr Ala Met Val Thr Thr Met Leu Asn Pro Thr 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Ala Arg Lys Val 
290 295 300 

Trp Gly Arg Ser Arg Ala Ser Arg 
305 310 



<210> 36 



36 



<211> 917 
<212> DNA 
<213> Homo 



sapiens 



<400> 36 

tgctcttccc 

tggcggtgag 

tctctaccct 

tgtcatcccg 

ccacgggctc 

tctgccagcc 

gagctgcctg 

tgcccttctg 

agctggcatg 

tgctgcctgt 

tgagggtgcc 

ctgtagtgct 

aagcccacat 

accccaccat 

gcaggagtcg 

tagtagctga 



tctgtgctca 
cgtgctagat 
ggacatctgc 
gaagaccatc 
cacggagtgc 
actcaggtac 
ggtcctctgc 
tggccaccac 
cggcaacacg 
acccctggca 
ctcggccgcc 
gcttttctac 
ctctgatgag 
ctacagcctg 
ggcctccagg 
ggccatc 



gccatgtacc 
atccacctgc 
tacacgccca 
tcctttgctg 
ctgctactgg 
cacgtgctca 
ctcctcaagt 
gtggtcagtc 
tcggtcagcg 
ttcatctgcc 
aggtgctgca 
ggcaccatca 
gtcttcacag 
aggaacaagg 
tgagggaggg 



tggtgaccct 
acacgcccgt 
cctttgtgcc 
tctgtgccat 
ccatcacggc 
tgagccaccg 
cggtgactga 
acttcacctg 
aagacttcct 
tgtcctactt 
aagccttctc 
tcttcatgta 
tcctctatgc 

aggtgaagga 

cggggctctg 



cctggggaac 
gtacttcttc 
tctgatgctg 
ccagatgtgt 
ctatgaccgc 
gctctgcgtg 
gatggtcatc 
caagatcctg 
gctggcgggc 
gctcatcctg 
cacctgcttg 
cttgaagccc 
catggtcacg 
ggccgccagg 
tacagacgca 



acagccatca 
ctgggcaacc 
gtccacctcc 
ctgagcctgt 
tacctggcca 
ctgctgatgg 
tccatgaggc 
gcagtgctga 
tccatcctgc 
gccaccatcc 
gcacacctgg 
aagagtaagg 
accatgctga 
aaggtgtggg 
ggtctcaggt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

917 



<210> 37 
<211> 286 
<212> PRT 

<213> Homo sapiens 
<400> 37 

Leu Phe Pro Leu Cys Ser Ala Met Tyr Leu Val Thr Leu Leu Gly Asn 
15 10 15 

Thr Ala lie Met Ala Val Ser Val Leu Asp lie His Leu His Thr Pro 
20 25 30 

Val Tyr Phe Phe Leu Gly Asn Leu Ser Thr Leu Asp lie Cys Tyr Thr 
35 40 45 

Pro Thr Phe Val Pro Leu Met Leu Val His Leu Leu Ser Ser Arg Lys 
50 55 60 

Thr lie Ser Phe Ala Val Cys Ala lie Gin Met Cys Leu Ser Leu Ser 
65 70 75 80 

Thr Gly Ser Thr Glu Cys Leu Leu Leu Ala lie Thr Ala Tyr Asp Arg 
85 90 95 

Tyr Leu Ala lie Cys Gin Pro Leu Arg Tyr His Val Leu Met Ser His 
100 105 110 

Arg Leu Cys Val Leu Leu Met Gly Ala Ala Trp Val Leu Cys Leu Leu 
115 120 125 

Lys Ser Val Thr Glu Met Val lie Ser Met Arg Leu Pro Phe Cys Gly 
130 135 140 

His His Val Val Ser His Phe Thr Cys Lys lie Leu Ala Val Leu Lys 



37 



145 



150 



155 



160 



CyS ^ Thr Ser Val Ser oiu a 

' T 7Q ^ ^ LSU Ala Gly 

Se ^ He Leu Leu Leu Pro Val p ^ 
180 Val Pro Le " Ala Phe n e Cys . c 

185 Lys Leu Ser Tyr 

Leu Leu l le Leu Ala Thr n ^ 

Thr lie Leu Arg Val Pro Ser Ala Ala a 

200 AXa Ala Arg Cys 



C YS Lys Ala Phe S^r- „ 

210 6r Thr C ^ s Leu Ala Hi 



205 



215 



3 Leu A1 * Val Val Leu 



220 



Leu 



230 235 *° Lys S « 'ya Mu 

Ala His H e c ov . , 240 
6 Ser As P Glu Val Phe Thr Val t 

Ts 0 ^ Ala val Thr 

Thr Met L - *>n Pro Thr Ile Tyr Se 

^ 2 ^ ^ Asn L ^ Glu val 



G1U Ala A1 * Arg Lys Val Trp m v a 

2 75 irp G1 y A ^g Ser Arq 

280 



270 

Ala Ser Arg 
285 



Lys 



<210> 38 
<2H> 312 
<212> prx 

<213> Mu s musculus 
<400> 38 

^ Olu Pro ser Asn Ar g Thr Ala „ . Q 

1 a mr Ala Val Ser Glu Phe T 

5 io Val Leu Gly 

- - - r, - - - *. ta „ ^ _ c ;i s „ 

Val Met Tw t 30 
*r L eu val Thr leu ^ flsn 

40 Ia lle v al Ala Val 

s ^ Met Leu Asp Ala Arn T 45 
50 Arg Le " Has Thr P ro Met Tyr 



Is I1S L - Asp Ile cys Tyr Thr 



60 



Phe Phe Leu Gly 



70 " ^ S ^ Thr Phe Val Pro 



Leu 
80 



Met Leu Val K-i « T 

VciX H is Leu Leu q^-r 

Cys Ala val Gin Met Cys Leu Ser T 

100 U Ser Leu Ser Thr Gly S er Th „ n 

105 7 r Thr G1 " Cys 

LSU Leu Leu Ala Val Met Ala t ^ 

ec Ala Tyr Asp Arq Tv-r t = „ -, 

12 0 9 Tyr Leu Ala He C y s Gin 



115 



125 



38 



Pro Leu Arg Tyr Pro Val Leu Met Ser His Arg Leu Cys Leu Met Leu 
130 135 140 

Ala Gly Ala Ser Trp Val Leu Cys Leu Phe Lys Ser Val Ala Glu Thr 
145 150 155 160 

Val He Ala Met Arg Leu Pro Phe Cys Gly His His Val He Arg His 
165 170 175 

Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Thr Cys Gly Asp Thr 
180 185 190 

Ser Val Ser Asp Ala Phe Leu Leu Val Gly Ala He Leu Leu Leu Pro 
195 200 205 

He Pro Leu Thr Leu He Cys Leu Ser Tyr Met Leu He Leu Ala Thr 
210 215 220 

He Leu Arg Val Pro Ser Ala Thr Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Leu Ala Val Val Leu Leu Phe Tyr Ser Thr He He 
245 250 255 

Phe Met Tyr Met Lys Pro Lys Ser Lys Glu Ala Arg He Ser Asp Gin 
260 265 270 

Val Phe Thr Val Leu Tyr Ala Val Val Thr Pro Met Leu Asn Pro He 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Ala Arg Lys Ala 
290 295 300 

Trp Gly Ser Arg Trp Ala Cys Arg 
305 310 



<210> 39 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<400> 39 

Thr Leu Asp lie Cys Tyr Thr Pro Thr Phe Val Pro Leu Met Leu Val 
15 10 15 

His Leu Leu Ser Ser Arg Lys Thr He Ser Phe Ala Val Cys Ala He 
20 25 30 

Gin Met Cys Leu Ser Leu Ser Thr Gly Ser Thr Glu Cys Leu Leu Leu 
35 40 45 

Ala He Thr Ala Tyr Asp Arg Tyr Leu Ala He Cys Gin Pro Leu Arg 
50 55 60 

Tyr His Val Leu Met Ser His Arg Leu Cys Val Leu Leu Met Gly Ala 
65 70 75 80 



39 



Ala Trp Val Leu 



Met Arg Leu Pro 
100 

Lys lie Leu Ala 
115 

Glu Asp Phe Leu 
130 

Ala Phe lie Cys 
145 

Val Pro Ser Ala 



His Leu Ala Val 
180 

Leu Lys Pro Lys 
195 

Val Leu Tyr Ala 
210 



Cys Leu Leu Lys 
85 

Phe Cys Gly His 



Val Leu Lys Leu 
120 

Leu Ala Gly Ser 
135 

Leu Ser Tyr Leu 
150 

Ala Arg Cys Cys 
165 

Val Leu Leu Phe 



Ser Lys Glu Ala 
200 

Met Val Thr Thr 
215 



Ser Val Thr Glu 
90 

His Val Val Ser 
105 

Ala Cys Gly Asn 



lie Leu Leu Leu 
140 

Leu He Leu Ala 
155 

Lys Ala Phe Ser 
170 

Tyr Gly Thr He 
185 

His He Ser Asp 



Met Val He Ser 
95 

His Phe Thr Cys 
110 

Thr Ser Val Ser 
125 

Pro Val Pro Leu 



Thr He Leu Arg 
160 

Thr Cys Leu Ala 
175 

He Phe Met Tyr 
190 

Glu Val Phe Thr 
205 



<210> 40 
<211> 319 
<212> PRT 

<213> Mus musculus 
<400> 40 

Met Asp Arg Ser Asn Glu Thr Ala Pro Leu Ser Gly Phe He Leu Leu 
15 10 15 

Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He 
20 25 30 

Leu Met Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu 
35 40 45 

Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro 
65 70 75 80 

Leu He Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser 
85 90 95 

Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 110 

Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala He Cys 



40 



115 



120 



125 



Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
130 135 140 

Met Ala Ala Ser Ser Trp Ala Gly Gly lie Thr Asn Ser Val Val Gin 
145 150 155 160 

Thr Ser Leu Ala Met Arg Leu Pro Phe Cys Gly Asp Asn Val lie Asn 
165 170 175 

His Phe Thr Cys Glu lie Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 

He Ser He Asn Val He Ser Met Val Val Ala Asn Met He Phe Leu 
195 200 205 

Ala Val Pro Val Leu Phe He Phe Val Ser Tyr Val Phe He Leu Val 
210 215 220 

Thr He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He 
245 250 255 

Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 

Lys Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val 
275 280 285 

Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 

Arg Ala Ala Val Arg Asn Leu Val Gly Gin Lys His Leu Thr Glu 
305 310 315 



<210> 41 
<211> 319 
<212> PRT 

<213> Mus musculus 
<400> 41 

Met Glu Arg Ser Asn Lys Thr Thr Pro Val Ser Ser Phe He Leu Leu 
15 10 15 

Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He 
20 25 30 

Leu Leu Met Tyr Leu Val He Leu Leu Gly Asn Val Val Leu He Leu 
35 40 45 



Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



41 



Gly Asn Leu Se 



65 



r p he Leu Asp n e 



70 



Cys Tyr Thr Thr 



Le u He Leu 



75 



Se r Ser Val Pro 



Asp Ser Ph e Leu 



85 



Thr Pro Arg L ys Thr n 



80 



Gly Cys Ala Val 



90 



e Ser Phe Ser 



100 



Gin Met Phe Leu 



95 



t" Phe Ala M « «y «. Thr 01l 



c ys Val Leu Leu 



115 



Gly Met Met Al 



110 



a Phe 



120 



Asp Arg Tyr Val 



Asn Pro Leu Arg Tyr p rn v , 

130 a ^yr Pro Val Val Met 



125 



Ala He Cys 



135 



Sei 



L ys Ala Ala Tyr Val 



Me t Ala Ala Gly 



140 



Pro 



145 



Ser 



T *P Val Ser Gly S er n ™_ 
150 7 Ile T ^r 



Ile Ser Leu Al 



155 



Ala Thr Val Glr 



a Met Thr Leu Pro 



160 



165 



His Phe Thr Cys Glu Ile Leu 



Phe To alr A5P *» ^ a. 



175 



180 



Ma III le " «. c ys M! 



He Ser H 



195 



e Asn Val He Ser 



190 



Met Ala Val Al 



200 



a Asn Ala Met Phe 



Gly Val Pro Val 



210 



Leu Ph e lie Phe 



205 



Asp 



Leu 



215 



Val Ser Tyr ll e Phe n 



Th r He Leu Ara ri n 
225 5 6 Pro s 



220 



e Leu Ser 



230 



e r Ala Git 



G ly Arg Lys Ly: 



Thr Cys Ser Ala 



235 



s Ala Phe Ser 



His Leu Thr Val 



240 



245 



Val Leu Val Phe 



Leu Phe 



"" % aiy ^ *° « 



250 



Tyr Gly Thr il € 



255 



er 
265 



L ys Asp p ro Leu Qly 



Ale 



Lys Gin 



Asp Leu Ala Asp Ly 



270 



Asp 



s Leu He Ser Leu 



280 



Phe 



Thr Pro Met Leu 



^ Gly val Val 



290 



Asn Pro ll e n € 



285 



295 



Tyr Ser Leu Arg 



Lys Ala Ala Val 



300 



Asn Lys Asp Val 



305 



Thr Asn Leu Val m 

31Q val Gly Gln Lys H . s ^ 



315 



Lys Trp 



<210> 42 
<211> 318 
<212> pr t 
<213> Homo 



sapiens 



<400> 42 



^ <*" «y Ala Asn Gln S 



er Thr Val Al 



10 



42 



a Glu Phe val Leu 



Leu Gly 



15 



Leu Ser 



ASP " is P ™ Lys Leu Gll 



20 



Lys Thr Phe Phe 



Leu Met 



25 



v al Leu n 



Tyr Leu Val n 



30 



e Leu 



35 



SSr Leu Asp ser Hi 



e Leu Leu 
40 



Gly Asn Gly Val 



Leu He Leu Val 



45 



50 



s Leu His Thr Pro 



55 



Met Tyr Phe Phe 



Asp Leu Ser Ph e 



60 



Leu 



Gly 



65 



Leu 



M Ue ^ ^ ^ Thr Ser 



Val Leu Asp Gly Phe 



75 



Se ^ lie Pro Leu 



85 



L6U Thr Arg Lys 



Cys Ala Val 



90 



Thr He Ser Phe 



Gin Met Phe Leu 



100 



Ser Phe Ala Met Gly 

1 A r * 



Ser 
95 



80 



Gly 



v *l Leu Leu Gly 



105 



Ala Thr Glu Cys 



115 



Me t Met Ala Phe 



110 



120 



Asp Arg Ty r Va i 



Pro Leu 
130 



Ala He cys Asn 



Arg Tyr P ro Val 



125 



Va l Met Asn Lys 



135 



Ala Val Se 
145 



Ser Ala Tyr Val Pro 



r Ser 



T ^P Val Ala Gly Gly 
150 



140 



Met 



Ser Leu Ala Val 



Ala Asn Se 
155 



r Leu Val Gin u € 



Gin Leu Pro 



165 



Phe 



160 



C ys Gly Asp Asn 



Phe Thr 



Cys Glu n e Leu 



170 



Va * He Asn Hie 



180 



Ala Val Leu Ly: 



175 



Ser H 



185 



s Leu Ala 



c ys Ala Asp n € 



e Asn Val ii 



190 



195 ^ SSr Met Val Al 



200 



v *l Pro Val 



3 ASn Val He Phe Leu 



210 



Leu Phe n e Phe 



205 



Gly 



215 



V <*1 Ser Tyr H 



He Lei 
225 



6 2 P 2 h 0 8 S ^ ™* 



Arg lie Pro Ser 



230 



Ala Gli 



Q ly Arg L ys Ly; 



Ser Ala Hi 



235 



s Ala Phe Ser Thr 



s Leu Thr Val Val 



245 



Leu val Phe Tyr Gly 



240 



Phe Met Tyr Gly Lyj 



250 



260 



s Pro Lys Ser 



Thr He Leu 
255 



Lys Asp p ro Leu 



Gin Asp val s 



er 



275 



Asp Lys Leu H 



Pro Met Leu 

290 



Asn Pro H 



280 



e He Tyr Ser 



265 



e Ser Leu 



G1 Y Ala Asp Lys 



270 



Ph e Tyr Gly V al 



285 



Leu Thr 



295 " ^ LSU *>* Asn Lys 



Ala Ala Val Arg 



305 



Asn Leu Val Gly Gln 



300 



Asp Val Lys 



310 



Lys Cys Leu H 



315 



e Gl 



n 



<210> 43 
<2 H> 2028 
<212> DNA 

^> Homo sapiens 
<400> 43 



tgctatagcc ccagcactt-r, - 

£~ ; SSS Sg^ — taaa tacttagfc 

3Sgagg c tl f gaagtcca actccctcaV 9t , CCaca 9 aa ctgcagcqct J 3ggggac 240 
ttttScS Cetgct ff«g ctcag acatc tataca ?atg gtga a f ctaa gagaa SWcca 300 
-ccaga^ !£f tggg «* Stcca^ aggtea <*gg gctcc^ 360 
3tggtccS? ° tgt9ac 9Sa atacg? C c£ aaaagga ? a 3 agaatgaSt ^ 9ttgga ^ 420 
et «ta2£ t tt3tgtt ^g cctgg gc C a C t tg atg ?»ctac acgagca^ ?! agt9 W« «o 
aacctctcce tLT 9 ' 9 " g ««?t£c c £ ^ atg 4ttggg q !! CCtggag 5" 

ttcctgga^ cc^T t^StT CCat ^ ccS^ 60 ° 

ctgqcanh^ cca 9aggac catttcct-h^ CCcctt tg tgcctctr^t- cccctc ^gc 660 
^StS ga tcaacg ga gt^^J «tgg ctgtg c ^ ^ gctagacaat 720 

gcagcgcg gc g t C :f ttag c C t tggCtgtga tggca g tatga IcTtT^ ?8 ° 

cacctcccct 9 H tgggg9ac aggctttgco ^ 99ca gacc ^ t9t3 840 

ctggccSta tCtgtggc ^ cgtcatc^ aaCtCact9c tacaftcca 9 ^\ tgcaga t? 900 
a cactggc c tg gg9aCatctc cctcaaS ' acttet «S agatcttgt !l ttgtCtgg 96 ° 

agggta'St catctgcct " SS t99tggcc - ^TJT t a 1020 

gt TOtgg t gg ttttt 9 ag9 CCggt ^aaI g tl teatcctgtc tg f 1080 

cccaaccrta^ " tttat gg gacaatetm r7 Cttctc ca cctgctcacrr- gCCatcc tt Ia40 
atcattta 9 aUagac tgt cgcatta ttr ! tCatgtact ^aaacccL CCaCCgcaca 1200 
g ^ttgc tct 9C f 9aggaa 4cag2S a ?" Stt9 ^ccc"* !!f Caagg -<= 12 *° 
a taggctaaa ^ aggaaa 3= atccLcS aaagct Sccg tcctaactct 3C ' gaacc « 1320 
tttgtttctt 9 ' t9tgCtgtg ^catgacct !! CtgCtgcc ctctgSeet !? tgagag *» "^O 

S35 si£ i-- f s 

=5 SI- asaS SS= ISP - 
«= £2=s ssS S== =3 S 

9 aga39gtgt g ^ttagg g 9 t C t ^ g a tg a tgg tagctttS S 

<210> 44 2028 

<2 ^> 326 
<212> pf^-p 

<213> Hom ° sapiens 

<400> 44 

- - «. „„ rht M . vai Thr 

5 *nr Glu Tvr Va i r 

To T . 10 7 Val Leu Met Gly 

Leu Glu His Cys Asn . 15 y 

20 LSU G ±u Val val Leu 



2S d± Leu Phe val P he C v. T 
Glv ti ys Le u 

7 I1S Tyr Ser val Asn Val . 3 ° 

Val Leu Gly Asn A , 

Ala ^u x le Gly 

44 



35 

Asn Val Leu Hi 



40 



s Pro 



45 



60 

Ser Phe V al Pro 



- T, MS - ^ u„ uu Ser 

« " *' 1? »• - o>, s, r 

Met r ? 5 "~ " X ^ Leu 

LSU ASP ASn Leu Glu Thr 

85 Gin Arg Thr lie Ser Dh 

90 SSr Phe Pro Gly 

Cys A l a Leu Gin Met Tvr r 95 
"0 ^ LSU Leu Ala Leu Gly Ser Th 

105 Y Ser T hr Glu Cys 

Leu Leu Leu Ala Val Met Al, t U ° 
I15 Ala Tyr Asp Arg T 

120 y yr Val Ala He cys Gin 

p ro Leu Arg T vr d 125 
130 5 ^ Pr ° G1 » Leu Met Ser Qlv rl 

Gln ^ Met Gin Met 

Ala Al 3 t 140 et 

3 135 L - ^ Ola Ser 
18 LSU Val Trp His Leu Pro p, 160 

Pro Phe Cys 0 His Val Ile . 

170 Ile Asn Tyr Phe 

180 

Asn Ala Leu r 

Ala Leu Met v^i »i 
195 Ala T hr Ala v*i t 

200 Val Leu Thr Leu Ala Pro 

Leu Leu Leu n e Cvq . 205 
210 Cys Leu Ser Tyr 

220 U AU Ile Leu 
Ar g Val Pt-m o 220 

225 ° SSr Ala Ala Gly Aro r 

AlaH . 

245 Val Phe T yr Gly T hr i le Ser Dh 

250 Ser Ph e Met 

^r Phe Lys Pro L 255 
2eo 73 Ala Lys Asp Pro Asn 

265 a ^ Asp Ly s Thr Val Ala 

Leu Phe Tyr Gly v 270 

275 val Th ' 5 - - - - „« Ile Tyr ser 

Leu Arg Asn Ala Glu Val . 285 
290 iU Val Lys Ala Ala Val r 

295 Val Thr Leu Leu Arg Glv 

G1 y Leu Leu Ser _ - 300 5 

3 05 r Ar ? Lys Ala Ser Hi., n 

310 His c ys Tyr C y s Cys Pro r 

r 315 Leu p ro 

325 



Le Ser Leu 
190 



320 



45 



<210> 45 
<2ll> 315 
<2l2> p^-p 

<213> M US musculus 
<400> 45 



Met Ala Gly Thr a 

Xy Thr As " His Thr Glu Va! t i 

5 U Val I le Glu Tyr Val r 

10 7 91 Leu Leu Gly 

LeU Gln Asp His His Glv r 15 
is Gly Leu Q1 

20 AIa L eu Phe Vai t 

25 ne Val Leu Cys Leu 

G1 Y He T yr C ys Met Thr- r 30 
35 Thr Leu Leu Gly Asn Ser 

40 Phe Leu Val Gly Leu 

J1 e Val Leu Asp Thr w • 45 
50 P Thr his Leu His Ser Pro M - 

A sn Leu q~>- T 0 
6s Ser Leu i le Asp Jle 

70 y Thr ser Ser Phe Thr d 

Met r 7 5 Pr ° Met 

Met Leu Leu Asn Phe L e„ > 8 0 
85 ASP Val <*» Arg xhr ne 

90 Sr Phe p « Ser 

SS ^ - u. Ala , 

0 a Leu Glv Thr- ™, 

105 7 rhx T hr Glu Cys 

Leu Leu Leu Ala Val Met at 110 
115 ^t ^ Tyr Asp A 

120 yr Val Ala He C ys Gin 

Pro Leu Arg Tyr p ro rl 125 

Ser Ar 9 Trp 

S° VP ^ U« 01y Thr ^ »» 

*« « u. u« M . ser „. 

£ «i. Ph . 

Phe =1" lie I, eu A ,„ „ , "5 
180 «• V,l Leu Lys Leu 

185 yS G1 Y A sp Ile Ser 

Leu Asn A1 190 
195 *le Leu Thr Val Ala Thr Ala v , 

200 Ala Val Leu Thr Met Thr 

Pro Leu Leu Leu n e Cvc: T 205 
210 iS Cys Leu Ser Tyr ii„ D u 

230 

S « Ala His Leu Thr Val 

245 Val n e Phe Tyr Gly Thr T1 _ 

250 7 hr Ile T hr Phe 

Met Tyr Leu Lys Prn T 255 

260 ^ LyS As P Gin Asp Pro ser v 

255 e r val Gly Lys Uq 



46 



Thr Leu Leu Tyr Ala lie Val Ala Pro Ser Leu Asn Ala Phe lie Tyr 
275 280 285 



Ser Leu Arg Asn Ser Glu Val Lys Ala Ala Val Thr Ala Leu Leu Trp 
290 295 300 

Gly Gly Leu Leu Thr Arg Lys Met Ser His Phe 
305 310 315 



<210> 46 
<211> 318 
<212> PRT 

<213> Mus musculus 
<400> 46 

Met Asp Val Ser Asn Gin Thr Thr Val Thr Glu Phe Val Leu Leu Gly 
15 10 15 

Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu lie Leu 
20 25 30 

Ser Met Tyr Leu Val lie Leu Leu Gly Asn Gly Val Leu lie Leu Val 
35 40 45 

Ser lie Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Thr Ser Ser Val Pro Leu 
65 70 75 80 

Val Leu Asp Gly Phe Leu Thr Pro Arg Lys Thr lie Ser Phe Ser Gly 
85 90 95 

Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu Cys 
100 105 110 

Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 

Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro Met 
130 135 140 

Ala Val Ser Ser Trp Val Ala Gly Gly Ala Asn Ser Leu Val Gin lie 
145 150 155 160 

Ser Leu Ala Val Gin Leu Pro Phe Cys Gly Asp Asn Val lie Asn His 
165 170 175 

Phe lie Cys Glu lie Leu Ala Val Leu Lys Leu Ala Cys Ala Asp He 
180 185 190 

Ser He Asn Val He Ser Met Gly Val Ala Asn Val He Phe Leu Gly 
195 200 205 

Val Pro Val Leu Phe He Phe Val Ser Tyr He Phe He Leu Ser Thr 
210 215 220 



47 



lie Leu Arg lie Pro 
225 

Cys Ser Ala His Leu 
245 

Phe Met Tyr Gly Lys 
260 

Gin Asp Leu Ala Asp 
275 

Pro Met Leu Asn Pro 
290 

Ala Ala Val Arg Asn 
305 



Ser Ala Glu Gly Arg 
230 

Thr Val Val He He 
250 

Pro Lys Ser Lys Asp 
265 

Lys Leu He Ser Leu 
280 

He He Tyr Ser Leu 
295 

Leu Ala Ser His Arg 
310 



Lys Lys Ala Phe Ser Thr 
235 240 

Phe Tyr Gly Thr He Leu 
255 

Pro Leu Gly Ala Asp Lys 
270 

Phe Tyr Gly Leu Leu Thr 
285 

Arg Asn Lys Asp Val Lys 
300 

Cys Leu Thr Phe 
315 



<210> 47 

<211> 318 

<212> PRT 

<213> Mus musculus 

<400> 47 

Met Glu Gly Ala Asn Gin Ser Thr Val Ala Glu Phe Val Leu Leu Gly 
15 10 15 

Leu Ser Asp His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He Leu 
20 25 30 

Leu Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu Val 
35 40 45 

Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

Asp Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser He Pro Leu 
65 70 75 80 

Val Leu Asp Gly Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser Gly 
85 90 95 

Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu Cys 
100 105 110 

Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ser Ala Tyr Val Pro Met 
130 135 140 

Ala Val Ser Ser Trp Val Ala Gly Gly Ala Asn Ser Leu Val Gin He 
145 150 155 160 

Ser Leu Ala Val Gin Leu Pro Phe Cys Gly Asp Asn Val He Asn His 



48 



165 



170 



175 



Phe Thr Cys Glu 
180 

Ser lie Asn Val 
195 

Val Pro Val Leu 
210 

lie Leu Arg lie 
225 

Cys Ser Ala His 



Phe Met Tyr Gly 
260 

Gin Asp Val Ser 
275 

Pro Met Leu Asn 
290 

Ala Ala Val Arg 
305 



He Leu Ala Val 



He Ser Met Gly 
200 

Phe He Phe Val 
215 

Pro Ser Ala Glu 
230 

Leu Thr Val Val 
245 

Lys Pro Lys Ser 



Asp Lys Leu He 
280 

Pro He lie Tyr 
295 

Asn Leu Val Gly 
310 



Leu Lys Leu Ala 
185 

Val Ala Asn Val 



Ser Tyr He Phe 
220 

Gly Arg Lys Lys 
235 

Leu Val Phe Tyr 
250 

Lys Asp Pro Leu 
265 

Ser Leu Phe Tyr 



Ser Leu Arg Asn 
300 

Gin Lys Cys Leu 
315 



Cys Ala Asp He 
190 

He Phe Leu Gly 
205 

He Leu Ser Thr 



Ala Phe Ser Thr 
240 

Gly Thr He Leu 
255 

Gly Ala Asp Lys 
270 

Gly Val Leu Thr 
285 

Lys Asp Val Lys 



He Gin 



<210> 48 

<211> 319 

<212> PRT 

<213> Mus musculus 



<400> 48 
Met Asp Arg Ser 
1 

Gly Leu Ser Ala 
20 

Leu Met Met Tyr 
35 

Val Ser He Leu 
50 

Gly Asn Leu Ser 
65 

Leu He Leu Asp 



Gly Cys Ala Val 
100 



Asn Glu Thr Ala 

5 

His Pro Lys Leu 



Leu Val He Leu 
40 

Asp Ser His Leu 
55 

Phe Leu Asp He 
70 

Ser Phe Leu Thr 
85 

Gin Met Phe Leu 



Pro Leu Ser Gly 
10 

Glu Lys Thr Phe 
25 

Leu Gly Asn Gly 



His Thr Pro Met 
60 

Cys Tyr Thr Thr 
75 

Pro Arg Lys Thr 
90 

Ser Phe Ala Met 
105 



Phe He Leu Leu 
15 

Phe Val Leu He 
30 

Val Leu He Leu 
45 

Tyr Phe Phe Leu 



Ser Ser Val Pro 
80 

He Ser Phe Ser 
95 

Gly Ala Thr Glu 

110 



49 



Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala lie Cys 
115 120 125 



Asn Pro Leu Arg Tyr 
130 

Met Ala Ala Ser Ser 
145 

Thr Ser Leu Ala Met 
165 

His Phe Thr Cys Glu 
180 

lie Ser lie Asn Val 
195 

Ala Val Pro Val Leu 
210 

Thr lie Leu Arg lie 
225 

Thr Cys Ser Ala His 
245 

Leu Phe Met Tyr Gly 
260 

Lys Gin Asp Leu Ala 
275 

Thr Pro Met Leu Asn 
290 

Arg Ala Ala Val Arg 
305 



Pro Val Val Met Asn Lys 
135 

Trp Ala Gly Gly lie Thr 
150 155 

Arg Leu Pro Phe Cys Gly 
170 

lie Leu Ala Val Leu Lys 
185 

lie Ser Met Val Val Ala 

200 

Phe lie Phe Val Ser Tyr 
215 

Pro Ser Ala Glu Gly Arg 
230 235 

Leu Thr Val Val Leu Val 
250 

Lys Pro Lys Ser Lys Asp 
265 

Asp Lys Leu lie Ser Leu 
280 

Pro lie lie Tyr Ser Leu 
295 

Asn Leu Val Gly Gin Lys 
310 315 



Ala Ala Tyr Val Pro 
140 

Asn Ser Val Val Gin 
160 

Asp Asn Val lie Asn 
175 

Leu Ala Cys Ala Asp 
190 

Asn Met lie Phe Leu 
205 

Val Phe lie Leu Val 
220 

Lys Lys Ala Phe Ser 
240 

Phe Tyr Gly Thr lie 
255 

Pro Leu Gly Ala Asp 

270 

Phe Tyr Gly Val Val 
285 

Arg Asn Lys Asp Val 
300 

His Leu Thr Glu 



<210> 49 
<211> 319 
<212> PRT 

<213> Mus musculus 
<400> 49 

Met Glu Arg Ser Asn Lys Thr Thr Pro Val Ser Ser Phe lie Leu Leu 
15 10 15 

Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu lie 
20 25 30 

Leu Leu Met Tyr Leu Val lie Leu Leu Gly Asn Val Val Leu lie Leu 
35 40 45 

Val Ser lie Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



50 



Gly Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Thr Ser Ser Val Pro 
65 70 75 80 



Leu lie Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr lie Ser Phe Ser 
85 90 95 

Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 110 

Cys Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala lie Cys 
115 120 125 

Asn Pro Leu Arg Tyr Pro Val Val Met Ser Lys Ala Ala Tyr Val Pro 
130 135 140 

Met Ala Ala Gly Ser Trp Val Ser Gly Ser lie Thr Ala Thr Val Gin 
145 150 155 160 

lie Ser Leu Ala Met Thr Leu Pro Phe Cys Gly Asp Asn Val lie Asn 
165 170 175 

His Phe Thr Cys Glu lie Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 

He Ser He Asn Val He Ser Met Ala Val Ala Asn Ala Met Phe Leu 
195 200 205 

Gly Val Pro Val Leu Phe He Phe Val Ser Tyr He Phe He Leu Ser 
210 215 220 

Thr He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He 
245 250 255 

Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 

Lys Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val 
275 280 285 

Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 

Lys Ala Ala Val Thr Asn Leu Val Gly Gin Lys His Phe Lys Trp 
305 310 315 



<210> 50 
<211> 766 
<212> DNA 

<213> Homo sapiens 
<400> 50 

gtcagcctcc aatatcacct taacacatcc aactgccttc ttgttggtgg ggattccagg 



51 



cctggaacac 
gcttggaaac 
gtacctcttt 
caagatgctt 
ccagatgttc 
ctttgaccgc 
cctcatcacc 
ctttattctt 
gacatgtgtc 
agtcatgcac 
ctatctgctc 
ccgtgagagc 



ctgcacatct 
tgcactctcc 
ctggccatgt 
gccatattct 
ttccttcact 
tatgtggcta 
aagattttta 
caggcagttc 
tctcatatag 
cgtgtagccc 
ttcccaccca 
atcttgggag 



ggatctccat 
ttctcatcat 
tggcagccat 
ggttcaggga 
ccttctccat 
tctgcaagcc 
ttgtggtgtt 
tactgcttgc 
gtgccatctt 
gccatgctgc 
tggtcaatcc 
tattcccaag 



ccctttctgc 
ccaggctgat 
cgacctggtc 
tcgggagata 
catggagtca 
actgcactac 
ggacctgctc 
ctctcaggag 
agccttctac 
ccctcatgtc 
cataatctat 
aaaggatatg 



ttagcatgta 
gcagccctcc 
ctttcctcct 
aacttctttg 
gcagtgctgc 
accaaggtcc 
cttgttatcc 
gcccgctaca 
acaactgtgg 
cacatcctcc 
ggtgtcaaga 
tagagg 



cactggccct 
atgaacccat 
cagcactgcc 
cctgtctggc 
tggccatggc 
tgactgggtc 
tgtcttatat 
aggcatttgg 
tcatctcttc 
ttaccaattt 
ccaagcaaat 



120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
766 



<210> 51 
<211> 253 
<212> PRT 

<213> Homo sapiens 
<400> 51 

Ser Ala Ser Asn lie Thr Leu Thr His Pro Thr Ala Phe Leu Leu Val 
15 10 15 

Gly lie Pro Gly Leu Glu His Leu His lie Trp lie Ser lie Pro Phe 
20 25 30 

Cys Leu Ala Cys Thr Leu Ala Leu Leu Gly Asn Cys Thr Leu Leu Leu 
35 40 45 

lie lie Gin Ala Asp Ala Ala Leu His Glu Pro Met Tyr Leu Phe Leu 
50 55 60 

Ala Met Leu Ala Ala lie Asp Leu Val Leu Ser Ser Ser Ala Leu Pro 
65 70 75 80 

Lys Met Leu Ala lie Phe Trp Phe Arg Asp Arg Glu lie Asn Phe Phe 
85 90 95 

Ala Cys Leu Ala Gin Met Phe Phe Leu His Ser Phe Ser lie Met Glu 
100 105 110 

Ser Ala Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie Cys 
115 120 125 

Lys Pro Leu His Tyr Thr Lys Val Leu Thr Gly Ser Leu lie Thr Lys 
130 135 140 

lie Phe lie Val Val Leu Asp Leu Leu Leu Val lie Leu Ser Tyr lie 
145 150 155 160 

Phe lie Leu Gin Ala Val Leu Leu Leu Ala Ser Gin Glu Ala Arg Tyr 
165 170 175 

Lys Ala Phe Gly Thr Cys Val Ser His lie Gly Ala lie Leu Ala Phe 
180 185 190 

Tyr Thr Thr Val Val lie Ser Ser Val Met His Arg Val Ala Arg His 



52 



195 



200 



205 



Ala Ala Pro His Val 
210 

Pro Pro Met Val Asn 
225 

Arg Glu Ser lie Leu 
245 



His lie Leu Leu Thr Asn 
215 

Pro He He Tyr Gly Val 
230 235 

Gly Val Phe Pro Arg Lys 
250 



Phe Tyr Leu Leu Phe 
220 

Lys Thr Lys Gin He 
240 

Asp Met 



<210> 52 
<211> 321 
<212> PRT 

<213> Mus musculus 
<400> 52 

Met Asn Ser Lys Ala Ser Met Leu Gly Thr Asn Phe Thr He He His 
15 10 15 

Pro Thr Val Phe He Leu Leu Gly He Pro Gly Leu Glu Gin Tyr His 
20 25 30 

Thr Trp Leu Ser He Pro Phe Cys Leu Met Tyr He Ala Ala Val Leu 
35 40 45 

Gly Asn Gly Ala Leu He Leu Val Val Leu Ser Glu Arg Thr Leu His 
50 55 60 

Glu Pro Met Tyr Val Phe Leu Ser Met Leu Ala Gly Thr Asp He Leu 
65 70 75 80 

Leu Ser Thr Thr Thr Val Pro Lys Thr Leu Ala He Phe Trp Phe His 
85 90 95 

Ala Gly Glu He Pro Phe Asp Ala Cys He Ala Gin Met Phe Phe He 
100 105 110 

His Val Ala Phe Val Ala Glu Ser Gly He Leu Leu Ala Met Ala Phe 
115 120 125 

Asp Arg Tyr Val Ala He Cys Thr Pro Leu Arg Tyr Ser Ala Val Leu 
130 135 140 

Thr Pro Met Ala He Gly Lys Met Thr Leu Ala He Trp Gly Arg Ser 
145 150 155 160 

He Gly Thr He Phe Pro He He Phe Leu Leu Lys Arg Leu Ser Tyr 
165 170 175 

Cys Arg Thr Asn Val He Pro His Ser Tyr Cys Glu His He Gly Val 
180 185 190 

Ala Arg Leu Ala Cys Ala Asp He Thr Val Asn He Trp Tyr Gly Phe 
195 200 205 



53 



Ser Val Pro Met 
210 

Ser Tyr Thr Leu 
225 

Ala Arg His Lys 



Leu Leu Phe Phe 
260 

Gly Lys Asn lie 
275 

Val Leu Val Pro 
290 

Lys Gin lie Arg 
305 



Ala Ser Val Leu 
215 

lie Leu Gin Ala 
230 

Ala Leu Asn Thr 
245 

lie Pro Ser Phe 



Pro His His Val 
280 

Pro Met Leu Asn 
295 

Asp Ser Met Thr 
310 



Val Asp Val Ala 
220 

Val Phe Arg Leu 
235 

Cys Gly Ser His 
250 

Phe Thr Phe Leu 
265 

His lie Leu Leu 



Pro lie lie Tyr 

300 

Arg Met Leu Ser 
315 



Leu lie Gly He 



Pro Ser Gin Asp 
240 

He Gly Val He 
255 

Thr His Arg Phe 
270 

Ala Asn Leu Tyr 
285 

Gly Ala Lys Thr 



Val Val Trp Lys 

320 



Ser 



<210> 53 
<211> 320 
<212> PRT 
<213> Rattus 



norvegicus 



<400> 53 
Met Ser Ser Cys 
1 

Pro Gly Leu Glu 
20 

Met Tyr Ala Val 
35 

Arg Thr Glu Arg 
50 

Leu Ala Ala He 
65 

Leu Ala Leu Phe 



Leu Ala Gin Met 
100 

He Leu Leu Ala 
115 

Leu Arg His Ala 
130 



Asn Phe Thr His 
5 

Glu Ala His Phe 



Ala Leu Phe Gly 
40 

Ser Leu His Ala 
55 

Asp Leu Ala Leu 
70 

Trp Phe Asp Ser 
85 

Phe Phe He His 



Met Ala Phe Asp 
120 

Ala Val Leu Asn 
135 



Ala Thr Phe Met 
10 

Trp Phe Gly Phe 
25 

Asn Cys He Val 



Pro Met Tyr Leu 
60 

Ser Thr Ser Thr 
75 

Arg Glu He Thr 
90 

Ala Leu Ser Ala 
105 

Arg Tyr Val Ala 



Asn Thr Val Thr 
140 



Leu He Gly He 
15 

Pro Leu Leu Ser 

30 

Val Phe He Val 
45 

Phe Leu Cys Met 



Met Pro Lys He 
80 

Phe Asp Ala Cys 
95 

He Glu Ser Thr 
110 

He Cys His Pro 
125 

Val Gin He Gly 



54 



Met Val Ala Leu 
145 

Leu lie Lys Arg 



Val Arg Gly Ser 
150 

Leu Ala Phe Cys 
165 



Leu Phe Phe Phe 
155 

His Ser Asn Val 
170 



Pro Leu Pro Leu 
160 

Leu Ser His Ser 
175 



Tyr Cys Val His 
180 

Pro Asn Val Val 
195 

Asp Val Met Phe 
210 

Leu Gin Leu Pro 
225 

Val Ser His He 



Leu Ser Val Val 
260 

Val Leu Met Gly 
275 

He He Tyr Gly 
290 

Met Phe Lys He 
305 



Gin Asp Val Met 



Tyr Gly Leu Thr 
200 

lie Ser Leu Ser 
215 

Ser Lys Ser Glu 
230 

Gly Val Val Leu 
245 

His Arg Phe Gly 



Asp Val Tyr Leu 
280 

Ala Lys Thr Lys 
295 

Ser Cys Asp Lys 
310 



Lys Leu Ala Tyr 
185 

Ala He Leu Leu 



Tyr Phe Leu He 
220 

Arg Ala Lys Ala 
235 

Ala Phe Tyr Val 
250 

Asn Ser Leu Asp 
265 

Leu Leu Pro Pro 



Gin lie Arg Thr 
300 

Asp lie Glu Ala 
315 



Thr Asp Thr Leu 
190 

Val Met Gly Val 
205 

He Arg Ala Val 



Phe Gly Thr Cys 
240 

Pro Leu He Gly 
255 

Pro He Val His 
270 

Val He Asn Pro 
285 

Arg Val Leu Ala 



Gly Gly Asn Thr 
320 



<210> 54 
<211> 326 
<212> PRT 

<213> Mus musculus 
<400> 54 

Met Lys Val Ala Ser Ser Phe His Asn Asp Thr Asn Pro Gin Asp Val 
15 10 15 

Trp Tyr Val Leu He Gly lie Pro Gly Leu Glu Asp Leu His Ser Trp 
20 25 30 

He Ala He Pro He Cys Ser Met Tyr lie Val Ala Val He Gly Asn 
35 40 45 

Val Leu Leu lie Phe Leu He Val Thr Glu Arg Ser Leu His Glu Pro 
50 55 60 

Met Tyr Phe Phe Leu Ser Met Leu Ala Leu Ala Asp Leu Leu Leu Ser 



55 



65 



70 



75 



80 



Thr Ala Thr Ala Pro Lys Met Leu Ala lie Phe Trp Phe His Ser Arg 
85 90 95 

Gly lie Ser Phe Gly Ser Cys Val Ser Gin Met Phe Phe lie His Phe 
100 105 110 

lie Phe Val Ala Glu Ser Ala lie Leu Leu Ala Met Ala Phe Asp Arg 
115 120 125 

Tyr Val Ala lie Cys Tyr Pro Leu Arg Tyr Thr Thr lie Leu Thr Ser 
130 135 140 

Ser Val lie Gly Lys lie Gly Thr Ala Ala Val Val Arg Ser Phe Leu 
145 150 155 160 

lie Cys Phe Pro Phe lie Phe Leu Val Tyr Arg Leu Leu Tyr Cys Gly 
165 170 175 

Lys His lie lie Pro His Ser Tyr Cys Glu His Met Gly lie Ala Arg 
180 185 190 

Leu Ala Cys Asp Asn He Thr Val Asn He He Tyr Gly Leu Thr Met 
195 200 205 

Ala Leu Leu Ser Thr Gly Leu Asp He Leu Leu He He He Ser Tyr 
210 215 220 

Thr Met He Leu Arg Thr Val Phe Gin He Pro Ser Trp Ala Ala Arg 
225 230 235 240 

Tyr Lys Ala Leu Asn Thr Cys Gly Ser His He Cys Val He Leu Leu 
245 250 255 

Phe Tyr Thr Pro Ala Phe Phe Ser Phe Phe Ala His Arg Phe Gly Gly 
260 265 270 

Lys Thr Val Pro Arg His He His He Leu Val Ala Asn Leu Tyr Val 
275 280 285 

Val Val Pro Pro Met Leu Asn Pro He He Tyr Gly Val Lys Thr Lys 
290 295 300 

Gin He Gin Asp Arg Val Val Phe Leu Phe Ser Ser Val Ser Thr Cys 
305 310 315 320 

Gin His Asp Ser Arg Cys 
325 



<210> 55 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 55 



56 



Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu lie Gly lie 
15 10 15 

Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser 
20 25 30 

Met Tyr Val Val Ala Met Phe Gly Asn Cys lie Val Val Phe lie Val 
35 40 45 

Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 
50 55 60 

Leu Ala Ala lie Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys lie 
65 70 75 80 

Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu lie Ser Phe Glu Ala Cys 
85 90 95 

Leu Thr Gin Met Phe Phe lie His Ala Leu Ser Ala lie Glu Ser Thr 
100 105 110 

lie Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie Cys His Pro 
115 120 125 

Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin lie Gly 
130 135 140 

He Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
145 150 155 160 

Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 

Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu 
180 185 190 

Pro Asn Val Val Tyr Gly Leu Thr Ala He Leu Leu Val Met Gly Val 
195 200 205 

Asp Val Met Phe He Ser Leu Ser Tyr Phe Leu He He Arg Thr Val 
210 215 220 

Leu Gin Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr Cys 
225 230 235 240 

Val Ser His He Gly Val Val Leu Ala Phe Tyr Val Pro Leu He Gly 
245 250 255 

Leu Ser Val Val His Arg Phe Gly Asn Ser Leu His Pro He Val Arg 
260 265 270 

Val Val Met Gly Asp He Tyr Leu Leu Leu Pro Pro Val He Asn Pro 
275 280 285 

He He Tyr Gly Ala Lys Thr Lys Gin He Arg Thr Arg Val Leu Ala 
290 295 300 



57 



Met 
305 



e Ser 



C ^ s Asp Lys 



310 



As P Leu Gin 



Ale 



315 



Val Gly Gl 



Y Lys 
320 



<210 



> 56 



<2li> 318 
<212> p RT 
<21 3> Horno 



sa Piens 



<400 
Met 



> 56 
Ser 



Asp ser Asn 



Leu s « Asp Asn 



LSU ^ Gly lie Pro 



Hi 



10 



s Leu p ro 



Asp Thr Phe 



Phe 



20 



G1 y Leu Gl 



u Ala Ala Hi 



15 



Pro Phe C ys 



25 



s Phe 



Ale 



Tr P He Al 



35 



Net Tyr Leu 



Val Ala Leu 



30 



a lie 



He 



Phe 
65 



Leu 
50 



40 



Val 



Va l He Al 



G1 y Asn Ale 



a Met 



Asp Asn Al 



45 



Ala Leu 



55 



a Leu Hi 



Leu 



C ^ s Leu Leu 



s Ala p ro 



Se r Leu Thr 



Va l Pro Ly< 



70 



Asp Leu Ala 



3 Met Leu Al 



75 



60 



Leu s 



Met Tyr Leu 



er 



Se r Thr Thr 



85 



Phe 



Gly Gly Cys 



a He Leu Trn r 

Tr P Leu His Al a 
90 



80 



Gly Gl 



100 



Leu Ala Gin 



Met 



Leu Gl 



u Ser ser n € 



Phe 
105 



u He ser 
55 



C ys Val Hi 



S Se ^ He T yr 



115 



Leu 



L eu Ala Met 



110 



Ala 



lie 



°ys Asn Pro 



120 



Ale 



Phe 



130 



Leu 



J£ Ty r Val 



Arg Tyr 



125 



Gly Arg 1U 



135 



T ^r Thr n, 



Leu Asn Hi 



145 



G1 Y Phe val 



140 



s Ala val n € 



150 



G1 y Leu Phe 



p ro Phe 



Arg Ser Val 



Phe Leu Leu 



155 



Ala He Val 



165 



Arg Arg Leu 



Me t Thr Hi 



s Thr 
180 



Pro 
170 



Ser 
160 



T y r Cys Gl 



Al 



a Asn n e Thr 



u His Met 
185 



175 



Gly Il e A1 



Arg Leu Al c 



195 



Va l Asn n e 



Ala Met Gl 



Val 
200 



190 



T ^ r Gly Leu 



Th ^ Val Ala 



210 



y Leu Asp ser 



Leu Hi 
225 



H 
215 



205 



Leu 



Cys 



Leu 



e Leu xi € 



Ala He Ser 



s Ala val Ph e 



H is Leu p ro 



220 



^r Gly Phe 



He 



230 



Ser Hi £ 



58 



Asp Ala Gl n t 
235 Hls Lys Ala 

240 



Leu Ser Thr Cys 



Pro Ala Phe Phe 
260 

Pro Lys His Val 
275 

Pro Val Leu Asn 
290 

Ser Arg Leu Leu 
305 



Gly Ser His He 
245 

Ser Phe Leu Thr 



His He Phe Leu 
280 

Pro He Leu Tyr 
295 

Lys Leu Leu His 
310 



Gly He He Leu 
250 

His Arg Phe Gly 
265 

Ala Asn Leu Tyr 



Gly Ala Arg Thr 
300 

Leu Gly Lys Thr 
315 



Val Phe Tyr He 
255 

His His Glu Val 
270 

Val Leu Val Pro 
285 

Lys Glu He Arg 



Ser He 



<210> 57 
<211> 1000 
<212> DNA 

<213> Homo sapiens 
<400> 57 

ccatggaggc tgccaatgag tcttcagagg gaatctcatt cgttttattg ggactgacaa 6 0 
caagtcctgg acagcagcgg cctctctttg tgctgttctt gctcttgtat gtggccagcc 120 
tcctgggcaa tggactcatt gtggctgcca tccaggccag tccagccctt catgcaccca 180 
tgtacttcct gctggcccac ctgtcctttg ctgacctctg cttcgcctcc gtcactgtgc 240 
ccaagatgtt ggccaacttg ttggcccatg accactccat ctcgctggct ggctgcctga 300 
cccaaatgta cttcttcttt gccctggggg taactgatag ctgtcttctg gcggccatgg 360 
cctatgactg ctacgtggcc atccggcacc ccctccccta tgccacgagg atgtcccggg 42 0 
ccatgtgcgc agccctggtg ggaatggcat ggctggtgtc ccacgtccac tccctcctgt 480 
atatcctgct catggctcgc ttgtccttct gtgcttccca ccaagtgccc cacttcttct 540 
gtgaccacca gcctctctta aggctctcgt gctctgacac ccaccacatc cagctgctca 600 
tcttcaccga gggcgccgca gtggtggtca ctcccttcct gctcatcctc gcctcctatg 660 
gggccatcgc agctgccgtg ctccagctgc cctcagcctc tgggaggctc cgggctgtgt 720 
ccacctgtgg ctcccacctg gctgtggtga gcctcttcta tgggacagtc attgcagtct 780 
acttccaggc cacatcccga cgcgaggcag agtggggccg tgtggccact gtcatgtaca 84 0 
ctgtagtcac ccccatgctg aaccccatca tctacagcct ctggaatcgc gatgtacagg 900 
gggcactccg agcccttctc attgggcgaa ggatctcagc tagtgactcc tgagggcagg 960 
accccactga ggacagactg catcacccac actggcaact 1000 



<210> 58 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Met Glu Ala Ala Asn Glu Ser Ser Glu Gly He Ser Phe Val Leu Leu 
15 10 15 

Gly Leu Thr Thr Ser Pro Gly Gin Gin Arg Pro Leu Phe Val Leu Phe 
20 25 30 

Leu Leu Leu Tyr Val Ala Ser Leu Leu Gly Asn Gly Leu He Val Ala 
35 40 45 



59 



Ala He Gin Ala q 

50 Ala s er P ro 



Ala Leu Hio m 
55 



«' »» Al. Asp Lgu cys ^ 

^ Leu Aia Asn Leu 

A *a His Asp His Ser n e Ser r 

Glv r, 90 LSU Ala 

17 CyS Le » Thr Gin ^ „, 95 



80 



105 Leu G1 y 



Ser Cys Leu Leu Ala AT 

115 Ala Met Ala 



Val Thr Asp 
110 



£ ^ «. »r ^ 

135 



125 



Me t Ser Arg A l 



Le u Val Gly Met Al. t 
145 7 Met Ala Trp Leu Val Ser H - 

150 Ser Hl s Val His Ser Leu r 

lie Leu r 155 SU T ^ r 

Leu Leu Met Ala Arg Leu <, 160 
165 9 Ser p he Cys Ala Ser His rn 
„. nu 170 HlS G1 " Val Pro 

Hls ^ Phe Cys 

180 Gln Pr ° Leu 



140 



* Met Cys Ala Al £ 



200 ^ ° ly Ala val val 

Va l Thr Pro Phe i« T 205 

210 Leu Leu i le Leu Al a Q 

215 ser Tyr Gly 

Ala Val Leu Gin r 220 * 

Sin Leu Pro Ser ^ 

230 ^r Gly Arg Leu Arg Ala v , 

Thr- n 235 Val Ser 

^ ^ His Leu Ala V , 

245 Aia Val val ser Leu Phe Tyr m 
He fll 250 Tyr G1 V Thr Val 

16 Val ^r P he Gln Th 

260 Ala Thr Ser Arg A ra m 

265 9 ^ Glu A ^ Glu Trp Gly 
Arg Val Ala Thr Val Met Tv 270 
275 MSt T ^ Thr Val Val Thr d 

280 Pr ° Met L eu Asn Pro 

Ile He Tyr Ser r 285 
yr Ser Leu Trp Asn A 

295 ^ A *P Val G m Gly Ala Leu 

Leu Leu He Glv B 30 ° ^ Ala 

305 G1 >- A ^ A rg n e Ser 

310 Ala Ser Asp Ser 

315 

<2io> 59 
< 2ll> gg^ 
212> DN A 

213 > Homo sapiens 



60 



<400> 59 

ccatggaggc tgccaatgag tcttcagagg gaatctcatt cgttttattg ggactgacaa 60 
caagtcctgg acagcagcgg cctctctttg tgctgttctt gctcttgtat gtggccagcc 120 
tcctgggtaa tggactcatt gtggctgcca tccaggccag tccagccctt catgcaccca 180 
tgtacttcct gctggcccac ctgtcctttg ctgacctctg cttcgcctcc gtcactgtgc 240 
ccaagatgtt ggccaacttg ttggcccatg accactccat ctcgctggct ggctgcctga 300 
cccaaatgta cttcttcttt gccctggggg taactgatag ctgtcttctg gcggccatgg 360 
cctatgactg ctacgtggcc atccggcacc ccctccccta tgccacgagg atgtcccggg 420 
ccatgtgcgc agccctggtg ggaatggcat ggctggtgtc ccacgtccac tccctcctgt 480 
atatcctgct catggctcgc ttgtccttct gtgcttccca ccaagtgccc cacttcttct 540 
gtgaccacca gcctctctta aggctctcgt gctctgacac ccaccacatc cagctgctca 600 
tcttcaccga gggcgccgca gtggtggtca ctcccttcct gctcatcctc gcctcctatg 660 
gggccatcgc agctgccgtg ctccagctgc cctcagcctc tgggaggctc cgggctgtgt 72 0 
ccacctgtgg ctcccacctg gctgtggtga gcctcttcta tgggacagtc attgcagtct 780 
acttccaggc cacatcccga cgcgaggcag agtggggccg tgtggccact gtcatgtaca 840 
ctgtagtcac ccccatgctg aaccccatca tctacagcct ctggaatcgc gatgtacagg 900 
gggcactccg agcccttctc attgggcgaa ggatctcagc tagtgactcc tgagggcagg 960 
accccactga ggacagactg catcacccac a 991 



<210> 60 

<211> 316 

<212> PRT 

<213> Homo sapiens 



<400> 60 

Met Glu Ala Ala Asn Glu Ser Ser Glu Gly lie Ser Phe Val Leu Leu 
15 10 15 

Gly Leu Thr Thr Ser Pro Gly Gin Gin Arg Pro Leu Phe Val Leu Phe 
20 25 30 

Leu Leu Leu Tyr Val Ala Ser Leu Leu Gly Asn Gly Leu lie Val Ala 
35 40 45 

Ala lie Gin Ala Ser Pro Ala Leu His Ala Pro Met Tyr Phe Leu Leu 
50 55 60 



Ala His Leu Ser Phe Ala Asp Leu Cys Phe Ala Ser Val Thr Val Pro 
65 70 75 80 



Lys Met Leu Ala Asn Leu Leu Ala His Asp His Ser He Ser Leu Ala 
85 90 95 



Gly Cys Leu Thr 
100 

Ser Cys Leu Leu 
115 

His Pro Leu Pro 
130 

Leu Val Gly Met 
145 

He Leu Leu Met 



Gin Met Tyr Phe 



Ala Ala Met Ala 
120 

Tyr Ala Thr Arg 
135 

Ala Trp Leu Val 
150 

Ala Arg Leu Ser 



Phe Phe Ala Leu 
105 

Tyr Asp Cys Tyr 



Met Ser Arg Ala 
140 

Ser His Val His 
155 

Phe Cys Ala Ser 



Gly Val Thr Asp 
110 

Val Ala He Arg 
125 

Met Cys Ala Ala 



Ser Leu Leu Tyr 
160 

His Gin Val Pro 



61 



165 



170 



175 



His Phe Phe Cys 
180 

Thr His His He 
195 

Val Thr Pro Phe 
210 

Ala Val Leu Gin 
225 

Thr Cys Gly Ser 



He Ala Val Tyr 
260 

Arg Val Ala Thr 
275 

He He Tyr Ser 
290 

Leu Leu He Gly 
305 



Asp His Gin Pro 



Gin Leu Leu He 
200 

Leu Leu He Leu 
215 

Leu Pro Ser Ala 
230 

His Leu Ala Val 
245 

Phe Gin Ala Thr 



Val Met Tyr Thr 
280 

Leu Trp Asn Arg 
295 

Arg Arg He Ser 
310 



Leu Leu Arg Leu 
185 

Phe Thr Glu Gly 



Ala Ser Tyr Gly 
220 

Ser Gly Arg Leu 
235 

Val Ser Leu Phe 
250 

Ser Arg Arg Glu 
265 

Val Val Thr Pro 



Asp Val Gin Gly 
300 

Ala Ser Asp Ser 
315 



Ser Cys Ser Asp 
190 

Ala Ala Val Val 
205 

Ala He Ala Ala 



Arg Ala Val Ser 
240 

Tyr Gly Thr Val 
255 

Ala Glu Trp Gly 
270 

Met Leu Asn Pro 
285 

Ala Leu Arg Ala 



<210> 61 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Phe Ala Asp Leu Cys Phe Ala Ser Val Thr Val Pro Lys Met Leu Ala 
15 10 15 

Asn Leu Leu Ala His Asp His Ser He Ser Leu Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Phe Phe Ala Leu Gly Val Thr Asp Ser Cys Leu Leu 
35 40 45 

Ala Ala Met Ala Tyr Asp Cys Tyr Val Ala He Arg His Pro Leu Pro 
50 55 60 

Tyr Ala Thr Arg Met Ser Arg Ala Met Cys Ala Ala Leu Val Gly Met 
65 70 75 80 

Ala Trp Leu Val Ser His Val His Ser Leu Leu Tyr He Leu Leu Met 
85 90 95 

Ala Arg Leu Ser Phe Cys Ala Ser His Gin Val Pro His Phe Phe Cys 
100 105 110 



62 



Asp His Gin Pro 
115 

Gin Leu Leu lie 
130 

Leu Leu lie Leu 
145 

Leu Pro Ser Ala 



His Leu Ala Val 
180 

Phe Gin Ala Thr 
195 

Val Met Tyr Thr 
210 



Leu Leu Arg Leu 
120 

Phe Thr Glu Gly 
135 

Ala Ser Tyr Gly 
150 

Ser Gly Arg Leu 
165 

Val Ser Leu Phe 



Ser Arg Arg Glu 
200 

Val Val Thr Pro 

215 



Ser Cys Ser Asp 



Ala Ala Val Val 
140 

Ala He Ala Ala 
155 

Arg Ala Val Ser 
170 

Tyr Gly Thr Val 
185 

Ala Glu Trp Gly 



Thr His His He 
125 

Val Thr Pro Phe 



Ala Val Leu Gin 
160 

Thr Cys Gly Ser 
175 

He Ala Val Tyr 
190 

Arg Val Ala Thr 
205 



<210> 62 
<211> 299 
<212> PRT 

<213> Rattus norvegicus 
<400> 62 

Met Ser Ser Thr Asn Gin Ser Ser Val Thr Glu Phe Leu Leu Leu Gly 
15 10 15 

Leu Ser Arg Gin Pro Gin Gin Gin Gin Leu Leu Phe Leu Leu Phe Leu 
20 25 30 

He Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu He He Leu Ala 
35 40 45 

He Gly Thr Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Thr Thr Val Pro Lys 
65 70 75 80 

Val Leu Ala Asn His He Leu Gly Ser Gin Ala He Ser Phe Ser Gly 
85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Ala Val Phe Gly Asn Met Asp Asn 
100 105 110 

Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His 
115 120 125 

Pro Leu His Tyr Thr Thr Lys Met Thr Arg Gin Leu Cys Val Leu Leu 
130 135 140 

Val Val Gly Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His He 
145 150 155 160 



63 



Leu Leu 



Met Ale 



Ar 9 Leu s 



165 



er Phe 



Phe 



Phe 



C ^ s Asp Qly 



c ys Ala Asn a 

170 ASP Asn Met u 



180 



Thr 



Pro Leu Le u 



Thr 



Leu 



Asn Glu Leu 



185 



L ys Leu s 



er 



e p ro His 
175 

C ^ s Ser Asp Thr 



195 



Met He Leu 



190 



Pr o Phe val 



200 



Thr Git 



Gly Ala Val 



Val 
225 



210 



Leu 



C ^ s He Leu 



205 



VaI Met Val 



II 



Arg Val ser 



215 



e Ser 



Tyr He Hi 



s II 



220 



6 Thr Cy s A1 . 



C ^ s Gly ser 



His 



Le " Al a Val 



235 



L ys Ser Phe 



Ser 



245 



Val 



Ala Val Ty z 



AIa Ala Ala 
275 



Cys Leu Phe 



Thr 
240 



Phe 
260 



250 



Tyr Qly Thr 



Asn Pro ser 



Ser Ser Hi £ 



Va l Met Ty r 



265 



^ Ala Gi y Arg 



Ala Val Val 



270 



Val n € 
255 

Asp Met 



He 



T ^ r Ser Leu 



280 



Thr p ro Met 



290 



Arg Asn Ser 



Le u Asn Pro 



285 



Phe 



295 



Asp Met Ly; 



s Ala 



<2lo 
<2li 

<212; 

<213; 



> 63 

> 313 
PRT 
Ratt 



us 



norvegi 



cus 



<400 



Met s 



> 63 



er 



Ser Thr Asn 



Gin Ser 



Ser Val Thr 



Gli 



Leu Ser 



Ar 9 Gin Pro 



10 



p he Leu Lei 



20 



Gin 



Gln Gin Gin 



Leu 
15 



Gly 



Leu 



He 



He 



Met 



Tyr Leu Ala 



25 



Leu Pne Leu 



Leu %e Leu 



35 



Thr Val Leu 



30 



Gly Thr Asp 



40 



Gly Asn Leu 



Leu n e n 



50 



Ser Arg Leu 



45 



e Leu Ala 



Asn 
65 



55 



His Thr Pro 



Met 



Leu Ser Ph e 



Tyr Phe Phe 



Val 



Asp Val Cy s 



60 



Leu Ser 



70 



p he Ser Ser 



Vai Leu Ala 



Asn His ii 



75 



Thr Thr Val 



Pro 



85 



e Leu 



Gly Ser Gl 



Cys Lei 



Thr Gin Lei 



90 



n Ala n e Se 



r Phe 



100 



Tyr Phe Le 



Ser 
35 



Lys 
80 

Gly 



Phe 



Le u Leu Al 



a Val Met 



" & «" «y *s„ „ et Asp fen 



Ser 



^ Asp Arg phe 



110 



Va l Ala ii 



64 



e Cys Hi £ 



115 

120 

Fr ° Leu His T yr Thr ,,_ 12 5 

Thr ^ S ^ r hr Arg Q1 

135 rg G1 n Leu Cv<? v=i 

Val Val Gly Ser _ 140 ^ Leu Leu 

145 y Ser Trp val Val Ala - 

150 Asn Cys 

Leu Met Ala a 155 13 Ue 

Ala Arg Lys 16Q 

S ° yS A1 * Asp Asn Met 

78 As P Gly Thr p ro r 175 
180 Pro Leu Leu Lys Leu Ser r 

His Leu Asn Q , 185 ff A *P Thr 

S Gi » Leu Met xie Leu Thr G1 

2i L - - *er Ser Pro A »' ^ ^ A - 

230 ° G ^ Gly Trp 

Leu Ai a Val Val n 24 ° 
245 Val Cys Leu ph 

Ala val Tyr p . 2 *° ** ° ly Thr ^ He 

yr Phe Asn Pro s 255 
260 Ser Ser Ser His 

Ala Ala A i a v , ^ ^ f 9 ASp 

* la - Va l Met Tvr ai 270 
275 yr Ala Val 



«0 **> «et Leu Asn p 

Ile JVr Ser Leu Arc, A 2 ^ ° Phe 

290 Ar S Asn ser Asp Mefc . 

29s 6t Lys Ala Ala Leu > 

Leu Ala Met Ara d„ 3o ° LyS Val 

305 

<210> 64 
<211> 312 
<212> p RT 

<2 "> sapiens 

<400> 64 

Met Ser Glv Th 
1 

5 va l Ser Gl u p^ T 

Leu ser Arq „ 10 ^ Leu «ly 

25 ^ V " - e 

3 y 5 LSU — Val LeuGlyAsn 

4 ° Leu x le lie Ta 

/ai Ser i le 

50 P Ser Cys Leu His Thr - 

55 Pro Met Tyr Phe 

60 Leu Ser 



Leu 



65 



s 
80 



A ^ Leu S ^ Phe val ASD n 
65 p Ile Cy s Ph~ o 

7 hS SSr Phe Thr Thr val Pro T 

—»■---.....„„.,„„ 

CVQ T 90 SSr Phe Cys G1 

° yS LSU Gin Met Tyr Ph , ^ 

100 ^ Phe ^ Phe Met Phe Va3 a 

Phe T "5 Val As P Met Asp Asn 

Phe Leu Ala Val 110 
115 M6t A ** Tyr Asp H - 

Val cys ^3 

Pr ° Leu His Tyr Th>- m 25 
130 yr T ^r Ala Lys Met 

135 Hls Leu cys Ala Leu Leu 

Val Ala m 140 1,611 

145 X A1 * Sly Leu Trp Val 

150 A3n Asn Val Leu Leu „. 

t ice u Leu His Thr 

165 SSr Phe Cys Ala Asp Asn Ala n 

PhP D k 170 " AU Ile Thr His 

Phe p he Cys Asp 

180 Pr ° Leu Lys Leu Ser Cvc c 

185 S6r Ser Asp Thr 

His Leu Asn Gl u Val n e u . r 190 
195 Leu Ser Glu Gly A la T 

200 iy Ala Leu Val Met u e 

Th r Pro Pne Leu 205 

210 Cys 116 Leu Ala Ser Tvr M . 

215 Tyr Met His Xle Thr 

S - ^ - - ser Thr Lys Gly A "° 

CGly SerH . ^ lyAr % T 3r— erThr 

y ^r Hxs Leu A l a V al Val T 240 

- ^ - * u. IU 

AU Val T yr Phe Asn Pro r 255 
260 P - ^eu ser Ser His S er Ala Glu r 

Met zw 265 VS ASP Th * 

Met Ala Thr Val Leu Tyr Th , 2? ° 

275 r Y al Val Thr Pro Met r 

280 ° Met Leu Asn Pro Phe 

He Tyr Ser t » 285 
y Ser Leu Arg Asn Arg Tyr Leu r 

Val Gly Aro . 3 00 ^ VS Val 

05 Y Ar9 Val ^1 Phe ser Val 
310 



<-10> 65 
<211> 314 
<212> pj^f 

2l3 > Pan troglo d y tes 
220> 

221> VARIANT 
222i ^)--(3l4) 



66 



<223> Wherein Xaa is any amino acid as defined in the 
specification 



<400> 65 

Met Met Gly Gin Asn Gin Thr Ser lie Ser Asp Phe Leu Leu Leu Gly 
15 10 15 

Leu Pro lie Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 
20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu lie lie Val Leu 
35 40 45 

lie Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr lie Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser lie Pro Tyr Ala Asp 
85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser 
100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe 
115 120 125 

Pro Leu His Tyr Thr Ala lie Met Ser Pro Met Leu Cys Leu Ser Leu 
130 135 140 

Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn Val lie Pro His 
165 170 175 

Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr 
180 185 190 

Arg Val Asn Glu Trp Val lie Phe lie Met Gly Gly Leu lie Val Val 
195 200 205 

lie Pro Phe Leu Leu lie Leu Gly Ser Tyr Ala Arg lie Val Ser Ser 
210 215 220 

lie Leu Lys Val Pro Ser Ser Lys Gly lie Cys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr lie lie 
245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ala Asn Ser Ser Thr Leu Lys Glu Thr 
260 265 270 

Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 



67 



lie Tyr Ser Leu Arg Asn Arg Asp Met Lys Gly Ala Leu Glu Arg Val 
290 295 300 

lie Xaa Lys Arg Lys Asn Pro Phe Leu Leu 
305 310 



<210> 66 

<211> 1022 

<212> DNA 

<213 > Homo sapiens 



<400> 66 

tctctgtttc 

gcagacttca 

ttgaccatgg 

tgcattgatc 

gatctgatgc 

aaatctatct 

gctgaatgtt 

ctgcgctatg 

ttgggggcat 

gggcctcgga 

ggcgacatca 

atcttcctga 

tctgggagca 

tggtttggtg 

aacaaagttg 

actctccgga 

acccagtgca 

gc 



ctcagggatt 
tccttgaggg 
tggtcttcct 
cccaacttca 
atgtctccac 
cctttgtggg 
ttctcttagc 
ctgtgctcat 
ccgtgaactc 
aagtctacca 
ctgtgtatga 
tttctacatc 
agagaaatgc 
cctgcatctt 
gttctgtgtt 
ataaagatgt 
ttcaacgact 



gagaaagggg 
gctcttcgat 
tattgcggtg 
tacaccaatg 
aatcatcctg 
ctgtgcaacc 
tgtcatgtcc 
gaacaagaag 
cctaattcac 
cttctactgt 
gaccacagtg 
ctatgtcttc 
ctttgccact 
ctcctacatg 
ctacagcatc 
agctaaggct 
gcaattgtgg 



acaatgtggc 
gactccctta 
agtggcaaca 
tatttcctgc 
aagatggcta 
cagcacttcc 
tatgaccgct 
gtgggactga 
atggcgatct 
gagttcccag 
tacatcagca 
atccttcaaa 
tgtggctccc 
agacccaggt 
attacgccca 
ctgagaagag 
ttgccccgag 



agaagaatca 
cccacctttt 
ccctcaccat 
tcagccagct 
ccaactacct 
tctatttgtg 
atgttgccat 
tgatggctgt 
tgatgcactt 
ctgttgtgaa 
gcattctcct 
gtgtcattca 
acctcacggt 
cccagtgcac 
cattgaattc 
tgctgaggag 
tgtagagtgg 



gacctctctg 
ccttttctcc 
tctcctcatc 
ctccctcatg 
atctggcaag 
tctaggtggt 
ctgtcatcca 
catgtcatgg 
ccctttctgt 
gttggtatgt 
cctcctcccc 
gatgcgctca 
ggtttctctt 
tctattgcag 
tctgatttat 
agatgttatc 
aataggataa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1022 



<210> 67 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Met Trp Gin Lys Asn Gin Thr Ser Leu Ala Asp Phe lie Leu Glu Gly 
15 10 15 

Leu Phe Asp Asp Ser Leu Thr His Leu Phe Leu Phe Ser Leu Thr Met 
20 25 30 

Val Val Phe Leu lie Ala Val Ser Gly Asn Thr Leu Thr lie Leu Leu 
35 40 45 

lie Cys lie Asp Pro Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Met Asp Leu Met His Val Ser Thr lie lie Leu Lys 
65 70 75 80 



Met Ala Thr Asn Tyr Leu Ser Gly Lys Lys Ser lie Ser Phe Val Gly 
85 90 95 



68 



Cys Ala Thr Gin His Phe Leu Tyr Leu Cys Leu Gly Gly Ala Glu Cys 
100 105 110 



Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 

Pro Leu Arg Tyr Ala Val Leu Met Asn Lys Lys Val Gly Leu Met Met 
130 135 140 

Ala Val Met Ser Trp Leu Gly Ala Ser Val Asn Ser Leu lie His Met 
145 150 155 160 

Ala lie Leu Met His Phe Pro Phe Cys Gly Pro Arg Lys Val Tyr His 
165 170 175 

Phe Tyr Cys Glu Phe Pro Ala Val Val Lys Leu Val Cys Gly Asp lie 
180 185 190 

Thr Val Tyr Glu Thr Thr Val Tyr lie Ser Ser lie Leu Leu Leu Leu 
195 200 205 

Pro lie Phe Leu lie Ser Thr Ser Tyr Val Phe lie Leu Gin Ser Val 
210 215 220 

lie Gin Met Arg Ser Ser Gly Ser Lys Arg Asn Ala Phe Ala Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Trp Phe Gly Ala Cys lie Phe 
245 250 255 

Ser Tyr Met Arg Pro Arg Ser Gin Cys Thr Leu Leu Gin Asn Lys Val 
260 265 270 

Gly Ser Val Phe Tyr Ser lie lie Thr Pro Thr Leu Asn Ser Leu lie 
275 280 285 

Tyr Thr Leu Arg Asn Lys Asp Val Ala Lys Ala Leu Arg Arg Val Leu 

290 295 300 

Arg Arg Asp Val lie Thr Gin Cys lie Gin Arg Leu Gin Leu Trp Leu 
305 310 315 320 

Pro Arg Val 



<210> 68 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 68 

Met Glu Glu Tyr Asn Thr Ser Ser Thr Asp Phe Thr Phe Met Gly Leu 
15 10 15 

Phe Asn Arg Lys Glu Thr Ser Gly Leu lie Phe Ala lie lie Ser lie 

69 



20 25 30 

He Phe Phe Thr Ala Leu Met Ala Asn Gly Val Met He Phe Leu He 
35 40 45 

Gin Thr Asp Leu Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser His 
50 55 60 

Leu Ser Leu He Asp Met Met Tyr He Ser Thr He Val Pro Lys Met 
65 70 75 80 

Leu Val Asn Tyr Leu Leu Asp Gin Arg Thr He Ser Phe Val Gly Cys 
85 90 95 

Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Val Gly Ala Glu Phe Phe 
100 105 110 

Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 
115 120 125 

Leu Arg Tyr Pro Val Leu Met Ser Arg Arg Val Cys Trp Met He He 
130 135 140 

Ala Gly Ser Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu Thr Pro 
145 150 155 160 

He Thr Met Ser Phe Pro Phe Cys Asn Ser Arg Glu He Asn His Phe 
165 170 175 

Phe Cys Glu Ala Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Ala 
180 185 190 

Leu Tyr Glu Thr Val Met Tyr Val Cys Cys Val Leu Met Leu Leu He 
195 200 205 

Pro Phe Ser Val Val Leu Ala Ser Tyr Ala Arg lie Leu Thr Thr Val 
210 215 220 

Gin Cys Met Ser Ser Val Glu Gly Arg Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 

Ser Ser His Met Thr Val Val Ser Leu Phe Tyr Gly Ala Ala Met Tyr 
245 250 255 

Thr Tyr Met Leu Pro His Ser Tyr His Lys Pro Ala Gin Asp Lys Val 
260 265 270 

Leu Ser Val Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu He 
275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Lys Arg Ala Leu 
290 295 300 

Gly Arg Phe Lys Gly Pro Gin 
305 310 



70 



<210> 69 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 69 

Met Gly Arg Trp Val Asn Gin Ser Tyr Thr Asp Gly Phe Phe Leu Leu 
15 10 15 

Gly lie Phe Ser His Ser Gin Thr Asp Leu Val Leu Phe Ser Ala Val 
20 25 30 

Met Val Val Phe Thr Val Ala Leu Cys Gly Asn Val Leu Leu lie Phe 
35 40 45 

Leu lie Tyr Leu Asp Ala Gly Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ser Gin Leu Ser Leu Met Asp Leu Met Leu Val Cys Asn lie Val Pro 
65 70 75 80 

Lys Met Ala Ala Asn Phe Leu Ser Gly Arg Lys Ser lie Ser Phe Val 
85 90 95 

Gly Cys Gly lie Gin lie Gly Phe Phe Val Ser Leu Val Gly Ser Glu 
100 105 110 

Gly Leu Leu Leu Gly Leu Met Ala Tyr Asp His Tyr Val Ala Val Ser 
115 120 125 

His Pro Leu His Tyr Pro lie Leu Met Asn Gin Arg Val Cys Leu Gin 
130 135 140 

lie Thr Gly Ser Ser Trp Ala Phe Gly lie lie Asp Gly Val lie Gin 
145 150 155 160 

Met Val Ala Ala Met Gly Leu Pro Tyr Cys Gly Ser Arg Ser Val Asp 
165 170 175 

His Phe Phe Cys Glu Val Gin Ala Leu Leu Lys Leu Ala Cys Ala Asp 
180 185 190 

Thr Ser Leu Phe Asp Thr Leu Leu Phe Ala Cys Cys Val Phe Met Leu 
195 200 205 

Leu Leu Pro Phe Ser lie lie Met Ala Ser Tyr Ala Cys lie Leu Gly 
210 215 220 

Ala Val Leu Arg lie Arg Ser Ala Gin Ala Trp Lys Lys Ala Leu Ala 
225 230 235 240 

Thr Cys Ser Ser His Leu Thr Ala Val Thr Leu Phe Tyr Gly Ala Ala 
245 250 255 

Met Phe Met Tyr Leu Arg Pro Arg Arg Tyr Arg Ala Pro Ser His Asp 
260 265 270 



71 



280 Thr Pro Leu Asn P ro 

Leu He Tyr Ser 285 

Arg A Gly ^ 

295 3 J Ala Leu Arg L ys 



Q ly Leu Asp Ara r„o * 
305 Cys Arg lle Qly 



310 * UIn His 

315 

<210> 70 
<211> 313 
<212> p£ T 

<213> Homo sap iens 
<400> 70 

Met Asn Trp Gin a 

rp Glu Asn Glu Ser s P r d 

5 Ser Pro Lys Glu 

10 Leu Le U Gly 

Ph e Ser Asp Arg Ala Tm r 15 
a *u.a Trp Leu Gin Met p™ t 

20 r ° Le U Phe Val ir -, 

25 6 Val Leu Leu 

"e ser Tyr Thr Ile 30 

35 ^ Ile ^ Gly Asn Val Ser t, 

40 31 Ser x le Met Met Val 

C VS He Leu Asp Prn T 45 
S P Pro Lys Leu His Thr Pro M . 

Pro Met Tyr Phe phe ^ 

7 ^ ^ val Pro His 

Met Leu Val Asn Xle Glv r 80 

90 ryr Ala Gly 

Val Ala His Leu l ie T1 95 

100 I1S Ile Phe Leu Ala Leu Glv ai 

105 eu Gly Ala Thr Glu Cys 

L eu Leu Leu Ala Val Met „ 110 
U5 Met ser P he Asp A rg Tyr Val al 

120 * lyr Val Ala Val Cys Arg 

Pro Leu His Tyr Val v , 125 
130 ^ val Val Ile Mefc 

iS ^ A ^ ^ 

Ala Ala Phe Ser Trn r 

145 Sr Tr P Leu n e G1 , 

Tss Val L - «n Ser 

SSr LSU Th r Leu Asn Met Pro a 160 

1« ^ Cys «ly His Gin Glu Val A 

170 Val Asp His 

Phe P^ Cys Giu Val prQ 

180 Ala Leu Leu Lys Leu Ser 

185 Cys Ala Asp Thr 

Lys Pro lle G1 190 
195 Ala Leu Phe Phe Phe £er 

2 00 Sr Val Leu He Leu Leu 

He Pro Val Thr Leu Ile T 

210 IIe Leu lie Ser Tvr m 

215 



230 Y ^ Gin Lys Ala Phe Gly Thr 

T ^ Met Tyr Leu Gln prQ 255 
2 60 

Met Val <tt*r> T , 2 "70 

Leu Phe *** «y ii. ... Tkr Ser M9t L 

280 Met Leu Asn Ser Leu 

2 T 90 *** Lys Asp Met Lys Glu M ^ 

295 Glu Ala Phe Lys A rg Leu 

*' •» ** xi. ». Phe cys Lys 

310 r 

<210> 71 
<211> 315 
<212> prt 

<2 13> Mus musculus 
<400> 71 

io Leu Met Gly 

Ala Leu Tyr Leu Leu Ala r ^ 30 
lle - MetASPThr -S5--^ M et Tyr :i LeuLeuTrp 

" ^ U ^ ^ ^ ^ - - - - - ^ - - Lys 

Ala He Leu Asd t w t 8 ° 

» ^ - - * u. ser Phe Gly My 

- «. u. ^ Met phs Lm au ^ ^ ^ « 

105 Y T Ala Glu Asp 

^ Leu Leu Ser Phe Mefc 110 

115 «et Ala Tyr Asp Arg Tyr Val ai T1 

120 7 Val Ala He Cys His 

Pr ° Leu Asn Tyr Thr r 

13 0 ¥ hr Ile Leu Met Ser Gin Lv. „ , 

135 u » Lys Val Cys Cys Leu 

^5 T ^ Leu Ala Se T 

»0 Ma £ ^ Leu Gly T yr Ser 

73 



165 



170 



175 



Leu Phe Cys Glu 
180 

Ser Thr Tyr Glu 
195 

Pro Ala Leu Ala 
210 

Val Leu His Met 
225 

Cys Ser Ser His 



Val Met Tyr Val 
260 

He Ser Ser Val 
275 

He Tyr Ser Leu 

290 

Leu Gly Lys Arg 
305 



He Pro Pro Leu 



Leu Met Val Tyr 
200 

Ala He Leu Ala 
215 

Pro Ser Asn Glu 
230 

Leu Thr Val Val 
245 

Leu Pro Ser Ser 



Phe Tyr Thr He 
280 

Arg Asn Lys Glu 
295 

Leu Ser Val Gin 
310 



Leu Lys Leu Ala 
185 

Leu Met Gly Val 



Ser Tyr Ser Leu 
220 

Gly Arg Arg Lys 
235 

Gly Met Trp Tyr 
250 

Phe His Ser Pro 
265 

Phe Thr Pro Ala 



Val Thr Gly Ala 
300 

Ser Thr Phe 
315 



Cys Ala Asp Thr 
190 

Thr Leu Leu Phe 
205 

He Leu Phe Thr 



Ala Leu Val Thr 
240 

Gly Gly Ala He 
255 

Lys Gin Asp Asn 
270 

Leu Asn Pro Leu 
285 

Leu Arg Arg Val 



<210> 72 
<211> 317 
<212> PRT 

<213> Canis familiaris 
<400> 72 

Met Gly Thr Gly Asn Gin Thr Trp Val Arg Glu Phe Val Leu Leu Gly 
15 10 15 

Leu Ser Ser Asp Trp Asp Thr Glu Val Ser Leu Phe Val Leu Phe Leu 
20 25 30 

He Thr Tyr Met Val Thr Val Leu Gly Asn Phe Leu He He Leu Leu 
35 40 45 

He Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 
50 55 60 

Asn Leu Ser Leu Val Asp Val Ser Tyr Ala Thr Ser He He Pro Gin 
65 70 75 80 

Met Leu Ala His Leu Leu Ala Ala His Lys Ala He Pro Phe Val Ser 
85 90 95 

Cys Ala Ala Gin Leu Phe Phe Ser Leu Gly Leu Gly Gly He Glu Phe 
100 105 110 



74 



Val LSU Leu Ala Val Met Ala Tvr a 

135 Y G1 Y J-eu Cys T hr Arg Leu 

Ala He Thr Ser w n 

145 faer Trp val ser Gly Ser Mefc 

150 Met ^ Ser Leu Met Gin Thr 

v al He Thr Phe Pin 7 160 
Gin Leu P ro Met Cys ^ 

170 7 Ile As P His 

He Ser Cvs n„ T 175 
73 Glu Leu Leu Ala Val V*7 a 

180 Arg Leu Ala Cys v^i > 

185 ys Val Asp Thr 

Se r Ser Asn Glu Il e A , a T1 19 ° 

' " e £ V - S » - ». v.! teu teu Met 

- £ - ^ val Leu leu - 

215 yr xie Gin n e ne Ser 

t "i T 220 r 

He Leu Lys Tie (-■>„„ 

225 7 116 Gln S ^r Thr Glu Gly Arq Lv „ T 

23 0 7 3 2 3 y 5 S LyS Ala Ph * His Thr 

cys Ala Ser His Leu Thr 

^ Thr T yr n e Gln Pro 

260 9 Ser Se ^ Pro Ser Val t.„ m 

2 65 LeU Gln Glu Lys 

Leu H e q„„ - 2? 0 
i>er Leu Phe Tyr Ser- u=i T 

2 75 yr Ser Vai Leu Thr Pro Met * 

280 Met Leu Asn Pro Met 

L eu Gly Gln Leu Thr n T1 

3 05 U Thr G1 V He Thr Ser Lvc T 

310 Lys Leu Ala Thr 



<210> 73 

<2ll> 932 

<212> DNA 

<213> Homo sapiens 

<400> 73 



tgacagaatt cattctt 

tggatgcaL ctactcct tc tctatttc tt tct^c^ atttt — "0 

a Saaggtaat ctcctatal attgt ^ t tc ccaggatgtt 2^° "SWccttac 180 
cgggagagat gt^c*?* ^f^* ct 4ct?tt SSca^ CtCtCtgag * 240 
ctttacacta ttcaaccatc ^ t9tgat ^ cctttgaccg ctacaVf tttctt 9Sag 3 00 
9gct tggggg cttta «^ t a c t9aaCCCta gagcctgcta tgeatt^ 3tCt9CCg ^ 360 
gtggcccaaa ccagctcgat « J* gtaC aagt ^cct tltcct* ^ ttggttctg t 420 
STcaccaatac ctttgtgata aaCttcttct Stgatgttcc a ca l? C f C ttgc «ttct 480 
^tgcttcct gggeSS 9 9a9 -tctga tgg tc g ccaa -gctg gcct 54Q 

5 tCCtat9 c a<?tcatcct ctgtcqtat? CtCagCctcc 600 

y^cgtata agg gagcact 66Q 



Wttg t 3 t CtatttCCa ca ^«ccac ccatatt > 

aggtagtttc tcttttcea t actT^ 3 ctt **«=tt cca^t attatat "c 720 
ttcgc aacca ggagg -at ac ttectttgat caggc ttt ^ 

9 ata9aaga T 9tt9tt aa9tcaac - -StttS? 9 8 o 4 o° 

932 

<210> 74 
<2ll> 299 
<212> PR T 



<213> Homo sapiens 
<400> 74 

Thr Glu Phe n e Leu 
5 

L ^u Val Phe Val Leu 
20 

Asn Phe Leu ii e u 



^ eu G1 Y Leu Thr Gin 



10 



Ser Gln A *P Ala Gln Leu 



Val Leu T1 * Phe Tyr Leu 



15 



25 



n e He Leu Pro Gly 
30 



,eu He He Phe Thr- n T 

35 ne Thr n e Lys Ser Asp Pro G3v T 

40 Gi y Leu Thr 

45 



Pro Leu Tyr Phe Phe Leu 



Ala 



Gly Asn Leu Ala Leu 



Ser Phe Ile Val Val 

65 



Asp Ala Ser Tyr 
60 yr 



Pro Ar 2 Met Leu Val 
70 



Lys Val II 



Asp Phe Leu ser Gli 
75 



- S « Ar 3 Ser cys „. Ihr 

90 



Lys 
80 



^ LSU Ala Gly Glu Met Phe L T 

100 e Leu Leu 

105 



Phe Leu His 



95 



Arg Ty r n e A1 



V ^ Val Met Ala Phe Asp 



115 



■a lie cys Arg Pro Leu 



110 



Pr ° Arg Ala Cys Tyr 
130 Y 



S ^ S - ™r xi. Met Asn 



Ala Leu Ser Leu Val Leu 



125 



He His Ser lie v*i m 
145 IS Val Q ln Val Ala Leu 

150 

Gly Pr ° Asn «n Leu Asp 



Tjp Leu Gly Gly phe 



140 



116 ^ H1S ^ ^o Phe cys 



ueu Asp Asn Phe Phe rvc * 
165 e C ^ s Asp Val 



160 



Lys Leu Ala Cys Thr 



170 



Pro Gln Val lie 



180 



Asn Thr Phe Val 



175 



A^n Ser Gly L eu Leu 



185 



Val Glu Leu Leu Met val Ser 



190 



195 



Tyr Ala val n e Leu 



" U 2 L 00 ^ ^ L - ^ -u Leu Al 



210 



Cys Arg Ile Arg Q± 



205 



a Ser 



215 



Ser Lys Ala II 



u His Ser s 

220 



e ^ Glu Gly Lys 



225 



235 



e He Phe Leu 



240 



76 



Met Phe 



Gly Pro Ala H 



245 



e Phe ii € 



Tyr Thr Cys Pro 



Pro Ala 



250 



p he Gin Ala Phe 



A sp Lys Val Val 



260 



Ser Leu Phe Hi 



255 



Met Asn P ro Val 



265 



s Thr Val il 



e Phe Pro Leu 



275 



He 



T yr Thr Leu Arg 



280 



Asn Gin Glu Val 



Me t Arg L ys Leu 



290 



Leu Ser Gin His 



285 



270 



Lys Ala Ser 



295 



Met Phe Cys 



<210> 75 
<211> 308 
<2l2> prt 
<213> Mus 

<400> 75 
Met 



musculus 



Gly Ala Leu Asn 



Gin Thr Arg Val Thr 



Leu Thr 



Val Thr 



10 



Glu Phe He Phe 



Asp Asn Trp Val 



20 



Leu Glu Il e Leu 



Leu 
15 



Gly 



25 



Phe Phe val 



Pro Phe Thr 



^ MSt Leu Leu Leu 



30 



40 



Gly Asn Phe 



Leu He Va i Val 



II 



e Val Phe Thr Pro 



45 



Thr 



50 



Arg Leu His Asn 



55 



Pro Met Tyr p he 



As n Leu Ser Phe 



60 



Phe Leu Ser 



65 



Asp He cys Hi 



70 



Met Leu Glu riv t 

U Gly Leu Leu Leu Glv 
85 



s Ser Ser 
75 



Val Thr val Pro 



Lys 
80 



Ar 9 Lys Thr H 



Cys II 



90 



e Ser Phe A sp Asn 



e Ala Gin Leu Phe 



100 



p he Leu Hi 



95 



p he Leu Leu Thr 



105 



s Leu Phe ai => n 
5 Ala Cys s ^r Glu u € 



115 



He Met Ale 



110 



T yr Asp Arg Ty: 



120 



r Val Ala H 



Pro Leu His 
130 



T yr Ser Asn Val 



125 



e Cys ll e 



135 



Wet Asn Met Lys 



Val Phe Al 



145 



a Leu Trp Leu 



Val 
140 



°ys Val Gin Leu 



150 



Gly Gly Thr H 



Phe Leu Thr 



6 S Ser Leu Val 01n Thr 



Ile 



A rg Leu p ro Tyr 



160 



165 



c ys Gly Pro Asn 



T " ^ ^ J* V.1 Pro P ro Val 



170 



Ile He Asp Ser 



180 



Tyr Leu Thr Gly 



Ile 
185 



Lys Leu Ala Cys T hr 



He Leu H 



190 



175 



Asp Thr 



e Val Ser Asn Se 
77 



r Gly Thr II 



e Ser Leu 



195 



200 



Phe Ser 



Va l Cys Phe Leu 205 

Leu £ Thr - ^ v al lle Leu 

£ L - Ser Ala Glu 

230 

AU His p *e Met val Val Thr r 240 
2 45 

Leu Tyr Thr Arq Pro . 255 
260 ^ ASP SSr S - Ser Ile Asp 

265 SP Lys Va l Val Ser 

Val PHe Tyr Thr Val 

275 ai Thr Pro Leu L 

280 Sn Pro L eu He Tyr Thr 

Leu Arg Asn Glu Glu Val r ^ 

290 ^ Thr Ala Met Lys Hi. T 

Arg He Cys Ser 



<210> 76 

<211> 310 

<212> pj^-p 

<213> Homo sapiens 

<400> 76 

Met Glu Pro m 

Pro Gin Asn Thr Thr Gin Val « 

5 ^ val Ser Met Ph e v^i r 

1Q *ne val Leu Leu Gly 

p he Ser Gl n Thr Gin m 15 
ijJ.n Glu Leu t 
20 Leu Gin Lys Phe L 

25 he Leu Leu Phe Leu 

Leu Val Tyr Val Thr Thr Tl , 3 ° 

"tl °* - - Leu Ile Mefc val ^ 
Va l Thr p he A 45 
SO 

7 " Val ^ Ser Pro Lys 
AS * ^ Leu „ is Qlu Thr 

C ^ Met Ala Gin Ile Phe phe 

100 »e Phe his Leu Leu Gly Glv cl _ 

105 Y ly G1 Y Thr Val 

P^ Phe Leu Ser Val Met Ala t 

115 St Ala T yr Asp Arg Tyr ai 

120 7 Ile A1 a H« 



125 



Le s er Gin 



Pro Leu Arg Tyr Val Thr n 

13 0 31 Thr He Met Asn Thr rin r 

135 Gin Leu Cys Val Gly Leu 

140 y eU 



78 



JW VI «a „. Irp Val My My ^ 



150 



A la Leu il e Leu 



H« Ser He Val Gln Leu 



155 



Pro Leu Pro Phe 



160 



165 



c ys Asp Pro Asn Jle ne 



Phe Tyr Cys Asp 
180 



170 



Val Pro Gin Val 



Ser Leu Leu Glu P he Leu 



Leu 
185 



Arg Leu Ala Cys Thr 



190 



Asp Asn 
175 



Asp Thr 



195 



Met lie Phe Asn 



200 



Ser 



Q ly Leu Leu Val 



Ile 



Leu 
225 



Trp Phe Leu Leu 



205 



He 



210 



Leu Leu H e s 



215 



er 



Tyr Thr Val H 



Arg Ser His Ser 



220 



e Leu Val Met 



«y *>» Aia Arg Arg Lys Ala Aia 



Thr Thr His n 



235 



e He Val Val Ser 



Thr Cys 
240 



245 



Met He Phe u 



I1S ^ Thr Pro Phe Thr Pro 



250 



e Pro Cys ll e T yr 



255 



260 



He ser Tyr Thr 



275 



Val Met Thr Pro 



270 



280 



Met Leu Asn Pro Met n 



Leu Arg Asn Glr 



285 



e Tyr Thr 



290 



Asp Met Lys Al 



295 



a Ala Met 



Arg Arg Leu Gly Lyi 



300 



s Cys 



Glu 
310 



<210> 77 
<2ll> 307 
<212> prt 
<213> Homo 



sapiens 



<400> 77 



Glu Thr Gly Asn 
5 

L eu Ser Gin Thr Arg 



Leu Thr Trp Val 



Ser 
10 



Asp Phe Val Phe 



Leu Gly 



20 



G1U L8U Gln Phe Leu Phe Leu 

25 



15 



Met Phe Leu 



Phe Val 



Tyr lie Thr Thr 



30 



35 



Val Met Gly A sn 



40 



x le Leu He u 



Val Thr S 
50 



er 



Asp Ser Gln Leu 



45 



e He Thr 



55 



His Thr Pro 



Met Tyr Phe Leu 



Asn Leu Ala Val 



60 



Leu 



Arg 



65 



Leu Asp Leu Cys Phe 



70 



Ser Ser Val 



M *t Leu val Asp Leu Leu s 



75 



Thr Ala Pro Lys 



85 



er Glu Lys Lys Thr He Ser 



90 



Tyr Gln 
95 



Gly 



79 



Cys Met Gly Gin ri 

To Ue ^ ^ «» His Phe Leu Q 

105 eu Gly Gly Ala Met 

Phe Phe Leu <st>r ^ -, HO 

us - - «■ 2- „ . s L . IU Ma iu ^ 

135 al » leu Trp v.j Giy Leu 



- V " ^ T - - °* - -X 



140 



His ser n e Val Qln 

Ala Leu Met Leu p™ r 

170 116 Leu Asp Asn 

iao 

S *r Leu Leu Glu P he Leu r 19 ° 
195 ^u Lys He Ser Asn 

200 * er G1 y ^u Leu Asp val 



Leu 
160 



Thr 



V " III »» U» Uu „« ser 



205 



215 Ty r Leu phe ne l ^ 

220 



Met 



& 419 S " »" «• «ny , lu fll , too , 
— n= n e Val Val Jo 

255 



Leu Tyr Ala s - - Thr Pro Phe 



265 M6t AS P ^ Leu val ser 
He Gly His Thr Val 270 
275 Met Thr Pro Met 

280 ASn Pr ° Met He Tyr Thr 

Leu Arq Aqn m 285 
290" Sn AS ^ Met Gin Ala Ala 

^ t g L - Gly Arg His 
Arg L eu Val 300 
305 



<210> 78 
<2ll> 31Q 
<2l2> pj^-p 

<213 > Mus musculus 
<400 



> 78 



Me t G1 U Lys Al 



Le u Thr Gly Leu 



10 



Sex 



20 



T ^r Asn Pro 



Le u Val Gl 



Ile Phe Leu n e 



25 



" Val Met Phe Arg 

15 

n Met Ala Val phe 



Ph e Tyr val Leu Thr 



LSU Val Gly Asn Jle ^ 



80 



35 



40 



He Thr Ile 45 

si - ^- *r Pro Met Tyr Phe 

^ ^ s er Asn Leu ser phe 60 

70 P Val C VJ His Ser Thr Val Thr 

v al Pro Lys Met t«„ o 80 

« " ^ - «" - - a . s „ 

Phe Asp A i a c 95 

»' 1 £ - »■ - ». Ala c 

"* - £ - - Leu rhr val „ at au »' 

120 7 Asp Ar 3 Tyr Val Ala 

135 fin ^ LyS Val Cys 

M et Met Leu Ala Ala Al* r 

145 Xa Ala Leu Trp Thr ri„ ~i 

150 G ly Gly Thr „ e His Ser ^ 

Ser Leu Thr s«r Leu Thr I,» , 160 

n ' iEp SM s; - <*■ - - «. w n . Lys 175 

185 Lys Leu Ala Cys 

T *r Asp Thr His Ile Ile 190 

116 £ V " ^ val val Leu Val Val s ^ 

215 Val Val |er T yr Ala Val Xle 

230 P ^ LyS Ar g Ala Leu 

Ser Thr Cys Ala ai= it- 240 

- - - - val rhr Le „ phe ^ ms 

265 ro Glu Asp Lys 

V " £ ™ - - - Al a w Tht p „ Leu " 0 

280 Leu Leu Asn Pro He 

295 300 LyS LSU 

lit Lys Ar9 Arg Glu ^ 

310 



<210> 79 
<211> 313 
<212> p RT 



81 



<213> Mu s musculus 
<400> 79 

teu Thr siy * s - - - - - ~ - ~ «. u. : „ 

He Phe Leu n e Phe Tyr 30 
35 yr Val L eu Thr Leu Val Gly Asn n r 

40 y Asn I le Leu He 

Val val Thr n e n e Hi „ B 45 
Xle His Asp His Arg Leu Hie ™ 

55 SJ ^eu Has Thr Pro Met Tyr phg 

A3n L - ^r P he Ile Asp _ p 

P C ^ S His *er Thr Val Thr 

Val Pro Lys Mpi- „ 8 0 

Phe Asp Asp C ys Val Va1 „, 95 

„*„ «. xx. jj. fhe leu ^ ^ ^ 

Glu He pu Q T 110 
Phe Leu Leu Thr v^i M «. 

val „ 6t M . Tyr ^ ^ ^ ^ ^ 

"* & ^ P " ■« ^ «Vr Me t Thr Ile Me£ " 5 

135 J™ rtp l >" 3 "»1 cys 

l" Val Leu ei Y Sly Ala Met T „ Thr „, 

»0 ^ ^ "» =1V Thr U, m „ S9r „ e 

Ser Phe Thr Ser Le u Thr I). , 160 

L " Pro ^ ^ Gly p „ ^ 

- ser £ Phe cy s „ p Val p „ ^ »' 

185 6 Glu Leu Ala Cys 

Ser Met Val Cys Phe Va] n ^ 

£ Ile Ile ™ Ser Tyr Ala vai ne 

22 ° ^ ^ S A ^ ^3 Ala Leu 

S « Cys Ala Ala His Leu Thr V , 

Cys He Phe He Tyr Ser a 255 

** - „. „. ser Leu pro mu ^ 

». VI ser Ala Phe Phe T hr ». ». Thr ^ "° 

28 0 Leu Leu Asn Pro n e 

285 



82 



lie Tyr Thr Ph e a™ * 

290 Arg Asn Glu Asp 

295 r JJJ LSU ^3 Leu 



<2l0> 80 

<2ll> 9 84 

<212> DNA 

<213> Homo sapiens 

<400> 80 



\j ^ o u 

cctccaaaga gccactttct - 

S^SS tcatSs ~" t c t fc ~ -—g 60 

^tgtcaca glott^* tt^^ ^"ccatg t^g^ '"^"c? So 
3tttgatacc agagaqatS ttgccttt = cacactgccc an^f * ^SJcatgct 180 
cttgtcttca ataqSl? gcatcc «gc ctgtttcact ^ Ctgtgct ^ gcattttctg 240 
ctgcaaccca ctg^t ^tgtt atccatgt^ ^J ttct ^tccacal 300 
aagctcagtg cttagafgtg oS^" gaCac ctgca Sto?" aCgtggcc St 360 
«aatactgc cactcccS ° ^ Cct ^cc?tg cca ttc ^ 9 "^gct 420 

gctggcctgc tctagcatcf ^ tggctca tgcttattgt ctt^ . ° tgaa 9 c g<=tt 480 
-fgggtgtg gactcc ctgc g*~\ tca -^tatggg agatCatga a 540 

cagcattgcc tcccaccagg 1° f tCt ctc ^acgcc ctcat^! 9 tggcct 9 c *c 600 
tgctgtactg ctcttctaca tccT^ 9 agcc -tcLc ac ct a t a t , gCaCCgt ^t 660 
acat t gccc cgcgttgta Ca ^tgat tg gcttgtct £££££ f -^ctg 720 

tatgaacccc atcatctao;, ~ Ctcttc at gtcctatgtq t*t~l & ctt tggtga 780 

gt ttcagttt ataaagtS tf? 3 ^ <*agcaa«? c* Sf 99 tacc ^ccct 840 
aag ttt t gga cataaa'g^ leaf ttg ^aggat ^"aagaa 900 



<210> 81 

<2ll> 313 

<212> prt 

<213> Homo sapiens 



<400> 81 

Leu Gin Arg Ala Thr 
5 



- »• n. te Il8 Pro phe cys ^ » 

25 Tyr Le u Thr Val 

116 Leu Asn Leu Thr II. T 30 

1S "o HiS Vai c ys Thr Asp Ala ^ 

55 Y Met Leu Ala Val Thr Asp 

70 LSU G1 Y He Phe Trp 

^ AS P Th ' Arg Giu rle 80 

ly 116 Pro Ala Cys Phe Thr Qln 

90 Gln Leu Phe 

Ph « lie His Thr Leu Ser 95 

^ SSr Me * G1 U ser ser Val r 

ie r Val Leu Leu Ser Met 

83 



100 



Ser He 



105 



Asp Arg Tyr Val 



110 



115 



Al 



a v *l Cys Asn Pro 



Val Leu Thr Pro A1 - 



120 



Leu His 
125 



Asp ser Thr 



130 



c ys lie Val Lys 



135 



Me t Gly Leu s 



Arg Ser Ala Leu 



140 



e * Ser val Leu 



145 



Le u He Leu Pro 



150 



GJ -n Tyr Cys Hi 



Leu Pro Phe 
155 



L eu Leu Lys Arg 



s Ser His Val Leu 



165 



A1 * His Ala Tyr Cys 



° 1U f" te » «■ cys ser 



170 



Phe 
160 



Leu His Leu 



175 



180 



G1 7 Leu Phe Val 



Ser He n 
185 



e Val Asn His H e 



195 



Val Ala cys Thr 



190 



Tyr 



p he Leu Ser Tyr Al^ t. t , 
210 3 Leu 11 



200 



205 



e Leu 



215 



Arg Thr Val Leu 



H is Gin Gl 
225 



u Arg Leu 



220 



s er lie Ala Ser 



Arg Ala Leu Asn 



A1 a Val Leu Leu 



230 



Phe Tyr n 



Thr 



c ys Val ser Hi 



235 



s lie 



^ Phe Gly Glu H . 



260 



s Leu Pro 



255 



Arg Val Val H i 



Val Tyr Leu 
275 



265 



s Leu Phe Met Ser 



Leu Val p ro 



270 



Cys 
240 



His 



Tyr 



Pro Leu Met Asn 



Lys Thr Lys Gl n 



280 



290 



He 



Arg Gin Arg n 



p ro He n e 
285 



T yr Ser XU 



295 



e XU 



Lys Lys Phe Gl 



L Y S Ser Leu Arg 



300 



n Phe n c 



305 



Cys Phe 
310 



Tr P Lys Asp 



<210> 82 



<2ll 



> 1008 



<212> DNA 
<21 3> Homo 



sapiens 



<400> 82 



ct atgacaat tcttctt-«<- 

aggtctagaa ggtctcvS ^cagcctcca aag a gcc act ^ ^ 
^cttgg" TcT^ 9 fftggatctc tat'tSS "!" cct ^ <*99ct 



^acctcacca ttct 



catgtactat ttcttgggca ta r T CaCgt Cattt ^act 



c ccttc tgettcatet 



gecca 
cact 



ac tg t g ct^in;; tL cta f t9t ca «sactt; SSf c tccat ^ a 

^gctc ttctL" !_ Ct ^tttga taccaaaaaa ^f!"? 00 tttc «ca 



-tcca 60 
tgacagt 120 
ccatggacc iso 



acc 



?t~t^ c c 



tgcatgtatt 
ct tgccatt 



ccgtgg 



gtcaagatgg 
' cctgaagc 



c cgtctgcaa 



^ctaagctc agtgctSf gaCtcCacc 3 tcctga 
^ttccaata ctg c 9 ^ctr^ .__. g 



tggag teat 



c agttc tgttat 



ct 240 

cc tgttt 300 



c ct 



cactcc 



STtgctctcc teat 



catgtgctgg 



c cat 360 
acacc 420 
cctccc 480 



84 



etcatgetta 54 



0 



tgggetcttt gtt|tfg cct 'f^^ <*gctctagc atcattat 

cgccctcatc ctt?gca ccg L^ 99 * tgtggactL ctgctcaS " Cacat <*a 600 

caacacctgt gtctctcatf ^ tCa 9 cat tgcctcccac caal^ ttctct «ta 660 

gtctcttgtg catcacr^ tct 3^tgt actgctcttc ^ 9 ^ ac tccgagccct 720 

tgtgtatctg ctggtace" 9 gtgaaCat -t gccccgcg tt ! « ? ^"Wctt 780 

aattcgccag cgcSa tt a aT"*^ CCC catc!tc ITcT^T" tCat ^ta 84 0 
ggattaag tt •SJJJtttc. tttafcaaag ^ca ag ^ 

a ggaagttt tggacataaa gcccacaq gttttt 5gaa 960 

100a 



<210> 83 
<21l> 315 
<212> pr T 

<213> Homo sapiens 
<400> 83 



" ~ le " G1 " - ~ - - - - - - - «, ^ 

^ ^ L - Gl y Asn Leu Thr ne . 

40' ^ HlS Val i le Cys Thr ^ 

55 ^ PhS Leu Met Leu Ala Val 

'"a LSU c ys Leu Ser Thr Le 

Thr Leu Pro Thr Val Leu Qly ^ 

Leu P he Phe Ile . 95 

100 ^ LSU Ser Ser Met Glu Ser Ser Val L 

105 r Val L ^u Leu 

Ser Met q*»>- n 110 

120 " AS ° Pt ° teu His Asp 

ser it ™ - - - *. c ys IU Vil tys net ;; s 

13 5 ^ Met Gly Leu Ser Ser 

, 140 
val Leu Arg Ser AT* r 

a *er Ala Leu Leu U e Leu Pro Io n 

15 ° r ° it n 5 Pr ° Ph * ^u Leu Lys 

Ar ST Phe Gin Tyr Cys Hi c c 160 

» »~ - - „. ffia Ma ^ ^ 

185 e Val A sn His 

lie Tvr n., T 190 

«J ■« ». vu val u . Cys Thr 

200 y Val Asp ser Leu 

Leu lie Phe Leu Ser Tyr Al, t ^ 
210 Y la Leu He Leu a™ ™, 

215 Leu Arg Thr Val Leu Ser n e 

22f) e 



85 



225 Gln <*« *rg Arg Ala Leu 

L6U Thr ^ Val ser His 

Ile Cys Ala Val 

^1 His Arg phe 255 

- ^ - - Leu val prQ ^ l ^ - 

280 Asn Pr ° He He Tyr 

S« He Lys Thr Ly s Gln T , 

£ «. *r g n . „. , ys ^ 

% »« Ser teu J, cys phe Itp ^ ^ "° 

315 

<210> 84 

<211> 312 

<212> prt 

<213> Homo sapiens 

<400> 84 

Met ser Ser Ser Ser « * 

= " S " P " *S - - - «X P. P ro 

G ly Leu Glu Glu Ala w,' T ■ 15 
u **J.a His Hie; T>-^ tt 

20 Tr P x le Ser Val Phe Phe > Ta nt 

25 Phe Leu Phe Met 

T yr lie q P r T i , 30 
e ^ Ile Leu ^ 

5 40 7 ^ LSU Leu Leu u e Lys 

G ^ Asp His Asn Leu His Glu o ^ 
SO 

70 ^ Met P ™ Thr val Leu 

Q ly Val Leu Tra t 0 „ * 8 ° 
« - - - - - ^ ser M . „. cys ^ 
=ln AI, Ty r Phe „ 

Le„ ser Phe u. o lu s „ „. 

110 



Leu Leu Ala Met AT* t 110 
US Ma ^ AS P Arg P he lle Ala Jle 

120 lle Asn Pro Leu 

A *9 Tyr Thr Ser Val r « ^ ^ 
130 Val Leu Thr Asn Thr Arg Val Val r 

135 Val Val Lys n e Gly Leu 

^ Val Leu Met Arg Gly Phe Val 

Val Leu Ser His Ala Phe 

86 



165 

170 

Cys Leu His Gin Asp Val n e T 175 

Asn Arg Leu Tyr Pro A1 190 

195 ^ U Val Val p he He Phe Val r 

200 ne Val Leu Asp 

" - lU Ue ~ - S - - - - U. " - V, 

Ser His He C ys Cys Va] r 240 

250 Leu 
Ser Leu Hp u-; e , 255 
lle Hls A ^g Phe Gly Lvs nr, w n 

260 7 Lys Gln Pro His n e Val w 

265 Val Hls Leu 

280 Met Asn Pro He 

Thr Tyr Ser Val Lvs Th>- T 

Lys Thr Lys Qln 

295 " ASn Ala He Leu His Leu 

Tot ^ H1S ^ "e Gly Thr 

310 

<210> 85 
<211> 319 
<212> PR T 

<213> Mus musculus 
<400> 85 

~ ^ s " * s " s " - - - ~ - - - - - ~ 

- 5 r— - r «r T „ TyrEhe 

Is "* S « «« T hr „ p Met Ua ° 

70 * la M « Ser Leu Pro Thr Met 

«« Ser Leu p he Srg VaJ »» 



e5 ^ - P ser „. ser itg ne 

AM ^ loo 1 ™ - - - XX. „. Thr Phe se T 

105 Phe Ser Phe Thr 

110 



87 



Glu Ser Ser Val Leu Leu Ala Met Ala Leu Asp Arg Tyr Val Ala lie 
115 120 125 



Cys His Pro Leu Arg Tyr Ala Thr lie Leu Thr Pro Lys Leu lie Ala 
130 135 140 

Lys lie Gly Thr Ala Ala Leu Leu Arg Ser Ser lie Leu lie lie Pro 
145 150 155 160 

Leu lie Ala Arg Leu Ala Phe Phe Pro Phe Cys Gly Ser His Val Leu 
165 170 175 

Ser His Ser Tyr Cys Leu His Gin Asp Met lie Arg Leu Ala Cys Ala 
180 185 190 

Asp lie Arg Phe Asn Val lie Tyr Gly Leu Val Leu lie Thr Leu Leu 
195 200 205 

Trp Gly Met Asp Ser Leu Gly lie Phe Val Ser Tyr Val Leu lie Leu 
210 215 220 

His Ser Val Leu Lys lie Ala Ser Arg Glu Gly Arg Leu Lys Ala Leu 
225 230 235 240 

Asn Thr Cys Ala Ser His lie Cys Ala Val Leu lie Leu Tyr Val Pro 
245 250 255 

Met lie Gly Leu Ser lie Val His Arg Phe Ala Lys His Ser Ser Pro 
260 265 270 

Leu lie His lie Phe Met Ala His lie Tyr Leu Leu Val Pro Pro Val 
275 280 285 

Leu Asn Pro lie lie Tyr Ser Val Lys Thr Lys Gin lie Arg Glu Gly 
290 295 300 

lie Leu His Leu Leu Cys Ser Pro Lys lie Ser Ser lie Thr Met 
305 310 315 



<210> 86 
<211> 315 
<212> PRT 

<213> Mus musculus 
<400> 86 

Met Pro Ser Met Trp Leu Asn lie Ser Ser Ser Pro Phe Leu Leu Thr 
15 10 15 

Gly Phe Pro Gly Leu Glu Lys Ala His His Leu lie Ser Leu Pro Leu 
20 25 30 

Leu Met Ala Tyr lie Ser lie Leu Leu Gly Asn Gly Thr Leu Leu Phe 
35 40 45 

Leu lie Lys Asp Asp His Asn Leu His Glu Pro Met Tyr Tyr Phe Leu 
50 55 60 



88 



Gly Met Leu Ala Ala Thr Asp Leu Gly Val Thr Leu Thr Thr Met Pro 
65 70 75 80 



Thr Val Leu Ser Val Leu Trp Leu Asn His Arg Glu lie Gly His Gly 
85 90 95 

Ala Cys Phe Ser Gin Ala Tyr Phe lie His Thr Leu Ser He Val Glu 
100 105 110 

Ser Gly Val Leu Leu Ala Met Ala Tyr Asp Arg Phe He Ala He Arg 
115 120 125 

Asn Pro Leu Arg Tyr Thr Thr He Leu Thr Asp Thr Lys Val He Lys 
130 135 140 

He Gly He Gly Leu Val Met Arg Ala Gly Leu Ser He Met Pro He 
145 150 155 160 

He He Arg Leu His Trp Phe Pro Tyr Cys Arg Ser His Val Leu Ser 
165 170 175 

His Ala Phe Cys Leu His Gin Asp Val He Lys Leu Ala Cys Ala Asp 
180 185 190 

He Thr Phe Asn Arg Leu Tyr Pro Val Val Val Val Phe Ala Met Val 
195 200 205 

Leu Leu Asp Phe Leu He He Phe Phe Ser Tyr Val Leu He Leu Lys 
210 215 220 

Thr Val Met Gly He Ala Ser Thr Asp Glu Arg Ala Lys Ala Leu Asn 
225 230 235 240 

Thr Cys Val Ser His He Cys Cys He Leu Val Phe Tyr Val Thr Val 
245 250 255 

Val Gly Leu Thr Phe He His Arg Phe Gly Lys Asn Val Pro His Val 
260 265 270 

Val His He Thr Met Ser Tyr He Tyr Phe Leu Phe Pro Pro Phe Met 
275 280 285 

Asn Pro Val He Tyr Ser He Lys Thr Lys Gin lie Gin Ser Gly Leu 
290 295 300 

Leu Arg Leu Phe Ser Leu Pro Cys Ser Lys Thr 
305 310 315 



<210> 87 
<211> 311 
<212> PRT 

<213> Mus musculus 
<400> 87 

Met Trp Pro Asn Ser Ser Asp Ala Pro Phe Leu Leu Thr Gly Phe Leu 



89 



1 



5 



10 



15 



Gly Leu Glu Met lie His His Trp lie Ser lie Pro Phe Phe Val lie 
20 25 30 

Tyr Phe Ser lie lie Val Gly Asn Gly Thr Leu Leu Phe lie lie Trp 
35 40 45 

Ser Asp His Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ala Val Leu 
50 55 60 

Ala Ser Met Asp Leu Gly Met Thr Leu Thr Thr Met Pro Thr Val Leu 
65 70 75 80 

Gly Val Leu Val Leu Asn Gin Arg Glu lie Val His Gly Ala Cys Phe 
85 90 95 

lie Gin Ser Tyr Phe lie His Ser Leu Ala He Val Glu Ser Gly Val 
100 105 110 

Leu Leu Ala Met Ser Tyr Asp Arg Phe Val Ala He Cys Thr Pro Leu 
115 120 125 

His Tyr Asn Ser He Leu Thr Asn Ser Arg Val Met Lys Met Ala Leu 
130 135 140 

Gly Ala Leu Leu Arg Gly Phe Val Ser He Val Pro Pro He Met Pro 
145 150 155 160 

Leu Phe Trp Phe Pro Tyr Cys His Ser His Val Leu Ser His Ala Phe 
165 170 175 

Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ala Asp He Thr Phe 
180 185 190 

Asn Leu He Tyr Pro Val Val Leu Val Ala Leu Thr Phe Phe Leu Asp 
195 200 205 

Ala Leu He He He Phe Ser Tyr Val Leu He Leu Lys Lys Val Met 
210 215 220 

Gly He Ala Ser Gly Glu Glu Arg Lys Lys Ser Leu Asn Thr Cys Val 
225 230 235 240 

Ser His He Ser Cys Val Leu Val Phe Tyr He Thr Val He Gly Leu 
245 250 255 

Thr Phe He His Arg Phe Gly Lys Asn Ala Pro His Val Val His He 
260 265 270 

Thr Met Ser Tyr Val Tyr Phe Leu Phe Pro Pro Phe Met Asn Pro He 
275 280 285 

lie Tyr Ser He Lys Thr Lys Gin lie Gin Arg Ser lie Leu Arg Leu 
290 295 300 

Leu Ser Lys His Ser Arg Thr 



90 



305 



310 



<210> 88 
<211> 307 
<212> PRT 

<213> Mus musculus 
<400> 88 

Met Trp Ser Asn lie Ser Ala Ala Pro Phe Leu Leu Thr Gly Phe Pro 
15 10 15 

Gly Leu Glu Ala Ala His His Trp lie Ser lie Pro Phe Phe Ala lie 
20 25 30 

Tyr lie Ser Val Leu Leu Gly Asn Gly Thr Leu Leu Tyr Leu lie Lys 
35 40 45 

Asp Asp His Asn Leu His Glu Pro Met Tyr Tyr Phe Leu Ala Met Leu 
50 55 60 

Ala Gly Thr Asp Leu Thr Val Thr Leu Thr Thr Met Pro Thr Val Met 
65 70 75 80 

Ala Val Leu Trp Val Asn His Arg Glu lie Arg His Gly Ala Cys Phe 
85 90 95 

Leu Gin Ala Tyr lie He His Ser Leu Ser He Val Glu Ser Gly Val 
100 105 110 

Leu Leu Ala Met Ser Tyr Asp Arg Phe Val Ala He Cys Thr Pro Leu 
115 120 125 

His Tyr Asn Ser He Leu Thr Asn Ser Arg Val He Ala He Gly Leu 
130 135 140 

Gly Val Val Leu Arg Gly Phe Leu Ser Leu Val Pro Pro He Leu Pro 
145 150 155 160 

Leu Phe Trp Phe Ser Tyr Cys Arg Ser His Val Leu Ser His Ala Phe 
165 170 175 

Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ala Asp He Thr Phe 
180 185 190 

Asn Arg lie Tyr Pro Val Val Leu Val Ala Leu Thr Phe Phe Leu Asp 
195 200 205 

Ala Leu He He Val Phe Ser Tyr Val Leu He Leu Lys Thr Val Met 
210 215 220 

Gly He Ala Ser Gly Glu Glu Arg Ala Lys Ala Leu Asn Thr Cys Val 
225 230 235 240 

Ser His He Ser Cys Val Leu Val Phe Tyr He Thr Val He Gly Leu 
245 250 255 



91 



Thr Phe lie His Arg Phe Gly Lys 
260 

Thr Met Ser Tyr Val Tyr Phe Leu 
275 280 

lie Tyr Ser lie Lys Thr Lys Gin 
290 295 

Leu Ser Val 
305 



Asn Ala Pro His Val Val His lie 
265 270 

Phe Pro Pro Phe Met Asn Pro lie 
285 

lie Gin Arg Ser Val Leu His Leu 
300 



<210> 89 

<211> 922 

<212> DNA 

<213> Homo sapiens 



<400> 89 

cagtgaattt 

tctccttttc 

cactatagct 

cctggagata 

agacacaacc 

ggctgctgag 

ccccttgtac 

ttggttctca 

ttgtggcccc 

ctgtgctgac 

ctttcctttc 

gccgtcagct 

ctctctcttc 

tgagagcaag 

catctacagc 

cctgggctct 



gttctcgtga 
ttgaccattt 
gactctgcac 
ggtttcaact 
atctccttcc 
tgctgcctcc 
tacccagtca 
gggttttcag 
aacagggtga 
acctctgtgt 
ttgctgatcc 
gaggggaaac 
tatagcactg 
aagctgctgt 
tcaaggaata 
cagaaactat 



gcttctcagc 
acttggttac 
tacaaagtcc 
tggtcattgt 
ttggatgtgc 
tggccaccat 
tcatgggcca 
tggccactgt 
accacttctt 
ttgaactgga 
tgggatccta 
atcaggcatt 
ccatcctcac 
cactctcttc 
aagaagtgaa 
ga 



cctgtccact 
tttaatgggc 
tatgtacttc 
gtccaagatg 
cactcagatg 
ggcatatgac 
catatcctgt 
gcaaaccaca 
ctgtgacagc 
ggctctgaca 
tgtccgcatc 
ctccacctgt 
gtatttccga 
cacagtggtg 
ggctgcactg 



gagcttcagg 
aatgtcctca 
ttcctcagaa 
ctggggaccc 
tatttcttct 
cgctacgtgg 
gcccagctgg 
tggattttca 
cctcctgtta 
gccactgtcc 
ctctccacta 
tccgcccacc 
ccccaatcca 
actcccatgt 
aagcggctta 



ctctactgtt 
tcatcctggt 
acttgtcctt 
tgatcattca 
tcttttttgg 
ccatctgtga 
cagctgcctc 
gtttcccttt 
ttgcactggt 
tattcattct 
tcttcaggat 
tcttggttgt 
gtgcctcttc 
tgaaccccat 
tccacaggaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

922 



<210> 90 
<211> 306 
<212> PRT 

<213> Homo sapiens 
<400> 90 

Ser Glu Phe Val Leu Val Ser Phe Ser Ala Leu Ser Thr Glu Leu Gin 
15 10 15 

Ala Leu Leu Phe Leu Leu Phe Leu Thr lie Tyr Leu Val Thr Leu Met 
20 25 30 

Gly Asn Val Leu lie lie Leu Val Thr lie Ala Asp Ser Ala Leu Gin 
35 40 45 

Ser Pro Met Tyr Phe Phe Leu Arg Asn Leu Ser Phe Leu Glu lie Gly 
50 55 60 

Phe Asn Leu Val lie Val Ser Lys Met Leu Gly Thr Leu lie lie Gin 
65 70 75 80 



92 



Asp Thr Thr lie Ser 
85 

Phe Phe Phe Gly Ala 
100 

Asp Arg Tyr Val Ala 
115 

Gly His lie Ser Cys 
130 

Phe Ser Val Ala Thr 
145 

Cys Gly Pro Asn Arg 
165 

He Ala Leu Val Cys 
180 

Thr Ala Thr Val Leu 
195 

Ser Tyr Val Arg He 
210 

Gly Lys His Gin Ala 
225 

Ser Leu Phe Tyr Ser 
245 

Ser Ala Ser Ser Glu 
260 

Val Thr Pro Met Leu 
275 

Val Lys Ala Ala Leu 
290 

Lys Leu 
305 



Phe Leu Gly Cys Ala Thr 
90 

Ala Glu Cys Cys Leu Leu 
105 

He Cys Asp Pro Leu Tyr 
120 

Ala Gin Leu Ala Ala Ala 
135 

Val Gin Thr Thr Trp He 
150 155 

Val Asn His Phe Phe Cys 
170 

Ala Asp Thr Ser Val Phe 
185 

Phe He Leu Phe Pro Phe 
200 

Leu Ser Thr He Phe Arg 
215 

Phe Ser Thr Cys Ser Ala 
230 235 

Thr Ala He Leu Thr Tyr 
250 

Ser Lys Lys Leu Leu Ser 
265 

Asn Pro He He Tyr Ser 
280 

Lys Arg Leu lie His Arg 
295 



Gin Met Tyr Phe Phe 
95 

Ala Thr Met Ala Tyr 
110 

Tyr Pro Val He Met 
125 

Ser Trp Phe Ser Gly 
140 

Phe Ser Phe Pro Phe 
160 

Asp Ser Pro Pro Val 
175 

Glu Leu Glu Ala Leu 
190 

Leu Leu He Leu Gly 
205 

Met Pro Ser Ala Glu 
220 

His Leu Leu Val Val 
240 

Phe Arg Pro Gin Ser 
255 

Leu Ser Ser Thr Val 

270 

Ser Arg Asn Lys Glu 
285 

Asn Leu Gly Ser Gin 
300 



<210> 91 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 91 

Met Met Trp Glu Asn Trp Thr He Val Ser Glu Phe Val Leu Val Ser 
15 10 15 

Phe Ser Ala Leu Ser Thr Glu Leu Gin Ala Leu Leu Phe Leu Leu Phe 



93 



20 



25 



30 



Leu Thr lie Tyr Leu Val Thr Leu Met Gly Asn Val Leu lie He Leu 
35 40 45 

Val Thr He Ala Asp Ser Ala Leu Gin Ser Pro Met Tyr Phe Phe Leu 
50 55 60 

Arg Asn Leu Ser Phe Leu Glu He Gly Phe Asn Leu Val He Val Pro 
65 70 75 80 

Lys Met Leu Gly Thr Leu He He Gin Asp Thr Thr He Ser Phe Leu 
85 90 95 

Gly Cys Ala Thr Gin Met Tyr Phe Phe Phe Phe Phe Gly Ala Ala Glu 
100 105 110 

Cys Cys Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
115 120 125 

Asp Pro Leu His Tyr Pro Val He Met Gly His He Ser Cys Ala Gin 
130 135 140 

Leu Ala Ala Ala Ser Trp Phe Ser Gly Phe Ser Val Ala Thr Val Gin 
145 150 155 160 

Thr Thr Trp He Phe Ser Phe Pro Phe Cys Gly Pro Asn Arg Val Asn 
165 170 175 

His Phe Phe Cys Asp Ser Pro Pro Val He Ala Leu Val Cys Ala Asp 
180 185 190 

Thr Ser Val Phe Glu Leu Glu Ala Leu Thr Ala Thr Val Pro Phe He 
195 200 205 

Leu Phe Pro Phe Leu Leu He Leu Gly Ser Tyr Val Arg He Leu Ser 
210 215 220 

Thr He Phe Arg Met Pro Ser Ala Glu Gly Lys His Gin Ala Phe Ser 
225 230 235 240 

Thr Cys Ser Ala His Leu Leu Val Val Ser Leu Phe Tyr Ser Thr Ala 
245 250 255 

He Leu Thr Tyr Phe Arg Pro Gin Ser Ser Ala Ser Ser Glu Ser Lys 
260 265 270 

Lys Leu Leu Ser Leu Ser Ser Thr Val Val Thr Pro Met Leu Asn Pro 
275 280 285 

He He Tyr Ser Ser Arg Asn Lys Glu Val Lys Ala Ala Leu Lys Arg 
290 295 300 

Leu He His Arg Thr Leu Gly Ser Gin Lys Leu 
305 310 315 



94 



<210> 92 

<211> 315 

<212> PRT 

<213> Mus musculus 



<400> 92 

Met Thr Trp Gly Asn Trp Thr Thr Val Arg Glu Phe lie Leu Met Ser 
15 10 15 

Phe Ser Ser Leu Ser Tyr Glu Val Gin Ala Leu Leu Phe Leu Leu Phe 
20 25 30 

Leu lie lie Tyr Leu Val Thr Leu Met Gly Asn Val Leu lie lie Leu 
35 40 45 

Val Thr Thr Ala Asp Ser Ala Leu Gin Ser Pro Met Tyr Phe Phe Leu 
50 55 60 

Arg Asn Leu Ser Phe Leu Glu lie Gly Phe Asn Leu Val lie Val Pro 
65 70 75 80 

Lys Met Leu Ser Thr Leu lie Leu Gin Asp Lys Thr lie Ser Phe Leu 
85 90 95 

Gly Cys Ala Thr Gin Met Tyr Phe Phe Phe Phe Phe Gly Ala Ala Glu 
100 105 110 

Cys Cys Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Met Ala lie Cys 
115 120 125 

Asp Pro Leu His Tyr Pro lie lie Met Ser Arg Arg Ser Cys Ala Gin 
130 135 140 

Leu Ala Ala Ala Ser Trp Phe Ser Gly Phe Pro Val Ala Thr Val Gin 
145 150 155 160 

Thr Thr Trp lie Phe Ser Phe Pro Phe Cys Gly Pro Asn Met Val Asn 
165 170 175 

His Phe Phe Cys Asp Ser Pro Pro Val lie Ala Leu Val Cys Ala Asp 
180 185 190 

Thr Ser Leu Phe Glu Leu Glu Ala Leu Thr Ala Thr Val Leu Phe lie 
195 200 205 

Leu Phe Pro Phe Leu Leu lie Leu Gly Ser Tyr Val Arg lie Leu Ser 
210 215 220 

Thr lie Phe Arg Met Pro Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ser Ser His Leu Leu Val Val Ser Leu Phe Tyr Ser Thr Ala 
245 250 255 

lie Leu Thr Tyr Phe Arg Pro Arg Ser Asn Thr Ser Pro Glu Asn Lys 
260 265 270 



95 



Lys Met Leu 



275 



Ser Leu Se 



Tyr Thr Val n 



He He 
290 



280 



e Thr P ro Met Leu ^ 



T Y* Ser Leu Arg 



285 



Pro 



Asn Asn Gl 
295 



u v al Lys Ala Al 



He He Hi £ 
305 



<210> 93 
<2ll> 317 
<212> prt 



A ^ Thr Leu Gly 



300 



a Leu 



Arg Arg 



310 



P " Gin Ly s Leu 



315 



<213; 



Homo 



sapiens 



<400> 93 



u He Ser Gl u P he n 



Phe ser s 



10 



e Leu Met Ser 



er Leu Pr o Thr G1 U II 



15 



20 



e Gin Ser Leu Leu 



L eu Thr n e 



25 



Phe L eu Thr Phe 



35 



T yr Leu Val Thr 



30 



V *l Thr Leu Ale 



Leu 
40 



Lys Gly Asn 



Ser Leu He n 



50 



Asp p ro Mefc 



45 



e Leu 



55 



His Ser p ro 



Arg Asn Leu Ser Ph^ T 
65 r Phe Le ^ Glu n € 



Me t Tyr Phe Phe 



60 



Leu 



70 



85 



G1 Y Phe Asn 
75 



Leu v al n e Val 



Ala Gin 



Pro 
80 



Asp Thr Thr H 



G1 y Cys Al 



90 



e Ser Phe Leu 



a Thr Gin Met Ty 

1 n n J- 



100 



r Phe Phe Ph e Phe 



95 



c ys Phe Le 



105 



Phe 



Gly Val Ala Gli 



115 

Ser Pro Leu 
130 



u Leu Ala Thr Met 



110 



?yr asp Arg Tyr Val ai 



His 



Tyr Pro val n 



125 



a He Cys 



135 



e Met Asn Gin Arg 



Thr 



L eu Ala Al 



145 



a Ala Ser 



140 



Arg Ala Lys 



S ^ ^ °* Pro Val 



Thr Thr Trp Leu 



155 



Ala Thr val Gin 



Phe Ser Phe 



Hi 



1H »- Pro Phe Gly ?ht aM 



s Phe Phe cys Asp 



160 



Asn 



180 



Se ^ Pro p ro Val 



175 



Thr Ala Leu P he 



185 



Leu Lys Leu 



Val 



c ys Ala Asp 



195 



Me t lie Pro Cy; 



210 



s Le 



Glu He Tyr Ala il e 
200 

u L eu He Leu 
215 



190 



Val Gly Th 



r II 
205 



e Leu Val Val 



Cys Ser Ty r T hr 



220 



Ar ? He Ala Ale 



96 



Ala He Leu Lys He 
225 

Thr Cys Ser Ser His 
245 

Ser Leu Thr Tyr Phe 
260 

Lys Leu Leu Ser Leu 
275 

He He Tyr Ser Leu 
290 

Thr Phe His Lys Val 
305 



Pro Ser Ala Lys Gly Lys 
230 235 

Leu Leu Val Val Ser Leu 
250 

Trp Pro Lys Ser Asn Asn 
265 

Ser Tyr Thr Val Val Thr 
280 

Arg Asn Ser Glu Val Lys 
295 

Leu Ala Leu Arg Asn Cys 
310 315 



His Lys Ala Phe Ser 
240 

Phe Tyr He Ser Ser 
255 

Ser Pro Glu Ser Lys 
270 

Pro Met Leu Asn Pro 
285 

Asn Ala Leu Ser Arg 
300 

He Pro 



<210> 94 

<211> 317 

<212> PRT 

<213> Mus musculus 



<400> 94 
Met Ala Thr Gly 
1 

Phe Ser Ser Leu 
20 

Leu Thr He Tyr 
35 

Val Thr Leu Ala 
50 

Arg Asn Leu Ser 
65 

Lys Met Leu Gly 



Gly Cys Ala Thr 
100 

Cys Phe Leu Leu 
115 

Ser Pro Leu His 
130 

Leu Ala Ala Ala 
145 

Thr Thr Trp Leu 



Asn Gin Thr Arg 
5 

Pro Thr Glu He 



Leu Val Thr Leu 
40 

Asp Pro Met Leu 
55 

Phe Leu Glu He 
70 

Thr Leu He Ala 
85 

Gin Met Tyr Phe 



Ala Thr Met Ala 
120 

Tyr Pro Val lie 
135 

Ser Trp Phe Pro 
150 

Phe Ser Phe Pro 



He Thr Glu Phe 
10 

Gin Thr Leu Leu 
25 

Leu Gly Asn Ser 



Gin Ser Pro Met 
60 

Gly Phe Asn Leu 
75 

Gin Asp Thr Ser 
90 

Phe Phe Phe Phe 
105 

Tyr Asp Arg Tyr 



Met Asn Gin Glu 
140 

Gly Phe Pro Val 
155 

Phe Cys Ala Thr 



He Leu Met Ser 
15 

Phe Leu Ala Phe 

30 

Leu He He Leu 
45 

Tyr Phe Phe Leu 



Val He Val Pro 
80 

He Ser Phe Leu 
95 

Gly Val Ala Glu 
110 

Val Ala He Cys 
125 

Thr Arg Val Lys 



Ala Thr Val Gin 
160 

Asn Lys Val Asn 



97 



165 



170 



175 



His Phe Phe cys Asp Ser Pro Pro v i 

180 r ° Pro Va l Leu Arg Leu V^l n 

18s y SU Val Cys Ala Asp 

^ Ala Gin Phe Glu Vgl 

" "o Ue V - ^ Xle Leu Val val 

MSt So - - - - lle Leu cys ^ 205 

215 ^ r Jhr Leu n e Ala Ala 

Oly Lys Hia Lys Ala Phe S er 

245 ax val ser Leu Phe Tyr Val . o 

250 1 Ser Ser 

S6r LSU ™r Tyr Phe Arg 2 " 
260 r 9 Lys Ser Asn Asn 

265 Wo G1 u Ser Lys 

Lys Leu Leu s P r t 270 

275 LSU Ser ^ Thr val val Thr Pro M , 

28 0 r Pro Me t Leu Asn Pro 

I1S - -u Arg Asn Asn 01u ^ 

295 L ^ S Jer Ala Leu Ser Arg 

Th r Phe His Lys Ala L 

3 °5 3 Leu Leu Arcr A CTn 

310 g Asn Hls He Thr 

315 

<210> 95 
<211> 317 
<212> PRX 

<213> Homo sapiens 
<400> 95 

a t Ma Thr ^ - T hr Jrg Ile Ser 

10 16 Leu Met Ser 



20 °£ SSr Leu Leu p he Leu 



30 



15 

Thr Phe 



Le Leu 



Thr He Tyr Leu Val Thr r 

L 4 S 0 A - Cy- Leu n e I1( 

55 Pro Tyr Phe Phe Leu 

Arg Asn Leu Ser Ph« T 
65 ^er Phe Leu Glu H e Gly phf3 _ 

7 A 7 S 5 n Leu ^1 n e Val Pro 

Lys Met Leu Gly T hr Leu Leu Ala G1 

90 ^ ^ -r Phe Leu 

GlY <** ^ Thr Gin Met Tvr Ph 95 
100 Tyr Phe p he Phe Phe Phe Glv v , 

105 Q1 Y Va l Ala Glu 

110 



98 



Cys Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala lie Cys 
115 120 125 



Ser Pro Leu His Tyr Pro Val lie Met Asn Gin Arg Thr Arg Ala Lys 
130 135 140 

Leu Ala Ala Thr Ser Trp Phe Pro Gly Phe Pro Val Ala Thr Val Gin 
145 150 155 160 

Thr Thr Trp Leu Phe Ser Phe Pro Phe Cys Gly Thr Asn Lys Val Asn 
165 170 175 

His Phe Phe Cys Asp Ser Pro Pro Val Leu Arg Leu Val Cys Ala Asp 
180 185 190 

Thr Ala Leu Phe Glu lie Tyr Ala He Val Gly Thr He Leu Val Val 
195 200 205 

Met He Pro Cys Leu Leu He Leu Cys Ser Tyr Thr His He Ala Ala 
210 215 220 

Ala He Leu Lys He Pro Ser Ala Lys Gly Lys Asn Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ser Ser His Leu Leu Val Val Ser Leu Phe Tyr He Ser Leu 
245 250 255 

Ser Leu Thr Tyr Phe Arg Pro Lys Ser Asn Asn Ser Pro Glu Gly Lys 
260 265 270 

Lys Leu Leu Ser Leu Ser Tyr Thr Val Met Thr Pro Met Leu Asn Pro 
275 280 285 

He He Tyr Ser Leu Arg Asn Asn Glu Val Lys Asn Ala Leu Ser Arg 
290 295 300 

Thr Val Ser Lys Ala Leu Ala Leu Arg Asn Cys He Pro 
305 310 315 



<210> 96 
<211> 1019 
<212> DNA 

<213> Homo sapiens 
<400> 96 

gtgctggctt cagggaacag ctcttctcat cctgtgtcct tcatcctgct tggaatccca 60 
ggcctggaga gtttccagtt gtggattgcc tttccgttct gtgccacgta tgctgtggct 120 
gttgttggaa atatcactct cctccatgta atcagaattg accacaccct gcatgagccc 180 
atgtacctct ttctggccat gctggccatc actgacctgg tcctctcctc ctccactcaa 240 
cctaagatgt tggccatatt ctggtttcat gctcatgaga ttcagtacca tgcctgcctc 300 
atccaggtgt tcttcatcca tgccttttct tctgtggagt ctggggtgct catggctatg 360 
gccctggact gctacgtggc tatctgcttc ccactccgac actctagcat cctgacccca 420 
tcggtcgtga tcaaactggg gaccatcgtg atgctgagag ggctgctgtg ggtgagcccc 480 
ttctgcttca tggtgtctag gatgcccttc tgccaacacc aagccattcc ccagtcatac 540 
tgtgagcaca tggctgtgct gaagttggtg tgtgctgata caagcataag tcgtgggaat 600 
gggctctttg tggccttctc tgtggctggc tttgatatga ttgtcattgg tatgtcatac 660 
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gtgatgattt tgagagctgt gcttcagttg ccctcaggtg aagcccgcct caaagctttt 720 
agcacacgtt cctcccatat ctgtgtcatc ttggctcttt atatcccagc ccttttttct 780 
ttcctcacct accgctttgg ccatgatgtg ccccgagttg tacacatcct gtttgctaat 840 
ctctatctac tgatacctcc catgctcaac cccatcattt atggagttag aaccaaacag 900 
atcggggaca gggttatcca aggatgttgt ggaaacatcc cctgagcaaa gggtcagtgt 960 
atccccatca cttacattgc cccactaatg tggggacatt aatgaacatt tgacaggct 1019 



<210> 97 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 97 

Val Leu Ala Ser Gly Asn Ser Ser Ser His Pro Val Ser Phe He Leu 
15 10 15 

Leu Gly He Pro Gly Leu Glu Ser Phe Gin Leu Trp He Ala Phe Pro 
20 25 30 

Phe Cys Ala Thr Tyr Ala Val Ala Val Val Gly Asn He Thr Leu Leu 
35 40 45 

His Val He Arg He Asp His Thr Leu His Glu Pro Met Tyr Leu Phe 
50 55 60 

Leu Ala Met Leu Ala He Thr Asp Leu Val Leu Ser Ser Ser Thr Gin 
65 70 75 80 

Pro Lys Met Leu Ala He Phe Trp Phe His Ala His Glu He Gin Tyr 
85 90 95 

His Ala Cys Leu He Gin Val Phe Phe He His Ala Phe Ser Ser Val 
100 105 110 

Glu Ser Gly Val Leu Met Ala Met Ala Leu Asp Cys Tyr Val Ala He 
115 120 125 

Cys Phe Pro Leu Arg His Ser Ser lie Leu Thr Pro Ser Val Val He 
130 135 140 

Lys Leu Gly Thr He Val Met Leu Arg Gly Leu Leu Trp Val Ser Pro 
145 150 155 160 

Phe Cys Phe Met Val Ser Arg Met Pro Phe Cys Gin His Gin Ala He 
165 170 175 

Pro Gin Ser Tyr Cys Glu His Met Ala Val Leu Lys Leu Val Cys Ala 
180 185 190 

Asp Thr Ser He Ser Arg Gly Asn Gly Leu Phe Val Ala Phe Ser Val 
195 200 205 

Ala Gly Phe Asp Met lie Val He Gly Met Ser Tyr Val Met He Leu 
210 215 220 

Arg Ala Val Leu Gin Leu Pro Ser Gly Glu Ala Arg Leu Lys Ala Phe 



100 



225 



230 



235 



240 



Ser Thr Arg Ser Ser 
245 

Ala Leu Phe Ser Phe 
260 

Val Val His He Leu 
275 

Leu Asn Pro He He 
290 

Val He Gin Gly Cys 
305 



His He Cys Val He 
250 

Leu Thr Tyr Arg Phe 
265 

Phe Ala Asn Leu Tyr 
280 

Tyr Gly Val Arg Thr 
295 

Cys Gly Asn He Pro 
310 



Leu Ala Leu Tyr He Pro 
255 

Gly His Asp Val Pro Arg 
270 

Leu Leu He Pro Pro Met 
285 

Lys Gin He Gly Asp Arg 
300 



<210> 98 
<211> 339 
<212> PRT 

<213> Mus musculus 
<400> 98 

Met Pro Glu Lys Met Leu Ser Lys Leu He Ala Tyr Leu Leu Leu He 
15 10 15 

Glu Ser Cys Arg Gin Thr Ala Gin Leu Val Lys Gly Arg Arg lie Trp 
20 25 30 

Val Asp Ser Arg Pro His Trp Pro Asn Thr Thr His Tyr Arg Glu Leu 
35 40 45 

Glu Asp Gin His Val Trp He Ala He Pro Phe Cys Ser Met Tyr He 
50 55 60 

Leu Ala Leu Val Gly Asn Gly Thr He Leu Tyr He He He Thr Asp 
65 70 75 80 

Arg Ala Leu His Glu Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser He 
85 90 95 

Thr Asp Leu Val Leu Cys Ser Thr Thr Leu Pro Lys Met Leu Ala He 
100 105 110 

Phe Trp Leu Arg Ser His Val He Ser Tyr His Gly Cys Leu Thr Gin 
115 120 125 

Met Phe Phe Val His Ala Val Phe Ala Thr Glu Ser Ala Val Leu Leu 
130 135 140 

Ala Met Ala Phe Asp Arg Tyr Val Ala lie Cys Arg Pro Leu His Tyr 
145 150 155 160 

Thr Ser He Leu Asn Ala Val Val lie Gly Lys lie Gly Leu Ala Cys 
165 170 175 
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Val Thr Arg Gly 
180 

Arg Leu Pro Phe 
195 

His Met Gly lie 
210 

lie Tyr Gly Leu 
225 

Leu lie Ala Thr 



Pro Ser Lys Asp 
260 

He Cys Val He 
275 

Thr His Arg Phe 
290 

Ala Asn Leu Tyr 

305 

Gly He Asn Thr 



Lys Arg Arg 



Leu Leu Phe Val 



Cys Gly His His 
200 

Ala Lys Leu Ala 
215 

Thr Val Ala Leu 
230 

Ser Tyr He Leu 
245 

Ala Gin Phe Arg 



Leu Val Phe Tyr 
280 

Gly His His Val 
295 

Leu Leu Val Pro 
310 

Lys Gin He Arg 
325 



Phe Pro Phe Val 
185 

He He Pro His 



Cys Ala Ser He 
220 

Ser Val Thr Gly 
235 

He Leu Gin Ala 
250 

Ala Phe Ser Thr 

265 

He Pro Ala Phe 



Pro Pro Gin Val 
300 

Pro Val Leu Asn 
315 

Leu Arg He Leu 
330 



He Leu He Glu 
190 

Thr Tyr Cys Glu 
205 

Lys Pro Asn Thr 



Met Asp Val Val 
240 

Val Leu Arg Leu 

255 

Cys Gly Ala His 
270 

Phe Ser Phe Phe 
285 

His He He Leu 



Pro Leu Val Tyr 

320 

Asp Phe Phe Val 
335 



<210> 99 
<211> 326 
<212> PRT 

<213> Mus musculus 
<400> 99 

Met Lys Val Ala Ser Ser Phe His Asn Asp Thr Asn Pro Gin Asp Val 
15 10 15 

Trp Tyr Val Leu He Gly He Pro Gly Leu Glu Asp Leu His Ser Trp 
20 25 30 

He Ala He Pro He Cys Ser Met Tyr He Val Ala Val He Gly Asn 
35 40 45 

Val Leu Leu lie Phe Leu He Val Thr Glu Arg Ser Leu His Glu Pro 
50 55 60 

Met Tyr Phe Phe Leu Ser Met Leu Ala Leu Ala Asp Leu Leu Leu Ser 
65 70 75 80 

Thr Ala Thr Ala Pro Lys Met Leu Ala He Phe Trp Phe His Ser Arg 
85 90 95 
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Gly lie Ser Phe Gly Ser Cys Val Ser Gin Met Phe Phe lie His Phe 
100 105 110 



lie Phe Val Ala Glu Ser Ala lie Leu Leu Ala Met Ala Phe Asp Arg 
115 120 125 

Tyr Val Ala lie Cys Tyr Pro Leu Arg Tyr Thr Thr lie Leu Thr Ser 
130 135 140 

Ser Val lie Gly Lys lie Gly Thr Ala Ala Val Val Arg Ser Phe Leu 
145 150 155 160 

lie Cys Phe Pro Phe lie Phe Leu Val Tyr Arg Leu Leu Tyr Cys Gly 
165 170 175 

Lys His lie lie Pro His Ser Tyr Cys Glu His Met Gly lie Ala Arg 
180 185 190 

Leu Ala Cys Asp Asn lie Thr Val Asn lie lie Tyr Gly Leu Thr Met 
195 200 205 

Ala Leu Leu Ser Thr Gly Leu Asp lie Leu Leu lie lie lie Ser Tyr 
210 215 220 

Thr Met lie Leu Arg Thr Val Phe Gin lie Pro Ser Trp Ala Ala Arg 
225 230 235 240 

Tyr Lys Ala Leu Asn Thr Cys Gly Ser His lie Cys Val lie Leu Leu 
245 250 255 

Phe Tyr Thr Pro Ala Phe Phe Ser Phe Phe Ala His Arg Phe Gly Gly 
260 265 270 

Lys Thr Val Pro Arg His lie His lie Leu Val Ala Asn Leu Tyr Val 
275 280 285 

Val Val Pro Pro Met Leu Asn Pro lie lie Tyr Gly Val Lys Thr Lys 
290 295 300 

Gin lie Gin Asp Arg Val Val Phe Leu Phe Ser Ser Val Ser Thr Cys 
305 310 315 320 

Gin His Asp Ser Arg Cys 
325 



<210> 100 
<211> 316 
<212> PRT 

<213> Mus musculus 
<400> 100 

Met Pro His Leu Asn Ser Thr lie Phe Arg Pro Ser Val Leu Thr Leu 
15 10 15 

Thr Gly lie Pro Gly Leu Glu Ser Val Gin Phe Trp lie Gly lie Pro 
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20 25 30 

Phe Cys lie Met Tyr lie lie Ala Leu Leu Gly Asn Ser Leu Leu Leu 
35 40 45 

Val Val He Lys Val Glu Arg Ser Leu His Glu Pro Met Tyr Leu Phe 
50 55 60 

Leu Ala Met Leu Gly Ala Thr Asp He Ser Leu Ser Thr Ser He Leu 
65 70 75 80 

Pro Lys Met Leu Gly He Phe Trp Phe His Leu Ser Thr He Tyr Phe 
85 90 95 

Asp Ala Cys Leu Leu Gin Met Trp Leu He His Thr Phe Gin Gly He 
100 105 110 

Glu Ser Gly He Leu Phe Ala Met Ala Met Asp Arg Tyr Val Ala He 
115 120 125 

Cys Asp Pro Leu Arg His Ala Ser He Phe Thr Gin Arg Leu Leu Thr 
130 135 140 

Gin He Gly Val Gly Val Thr Leu Arg Ala Ala Leu Phe Val Ala Pro 
145 150 155 160 

Cys Leu Phe Leu He Lys Cys Arg Leu Lys Phe Tyr Trp Thr Thr Val 
165 170 175 

Val Ser His Ser Tyr Cys Glu His Met Ala He Val Lys Leu Ala Ala 
180 185 190 

Glu Asp Val His Val Asn Lys He Tyr Gly Leu Phe Val Ala Phe Ser 
195 200 205 

He Leu Gly Leu Asp He He Phe He Thr Leu Ser Tyr He Arg He 
210 215 220 

Phe He Thr Val Phe Lys Leu Pro Gin Lys Glu Ala Arg Leu Lys Ala 
225 230 235 240 

Phe Asn Thr Cys Val Ala His He Cys Val Phe Leu Glu Phe Tyr Leu 
245 250 255 

Leu Ala Phe Phe Ser Phe Phe Thr His Arg Phe Gly Tyr His Val Pro 
260 265 270 

Ser Tyr He His He Leu Leu Ser Asn Leu Tyr Leu Leu Val Pro Pro 
275 280 285 

Leu Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Arg Asp 
290 295 300 

Gin Val Ser Lys He Leu Tyr Cys Asn Tyr Ser Tyr 
305 310 315 
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<210> 101 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 101 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 
15 10 15 

Leu Thr Gly lie Pro Gly Leu Glu Ala Ala His Phe Trp lie Ala lie 
20 25 30 

Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly Asn Ala Ala Leu 
35 40 45 

lie Leu Val lie Ala Met Asp Asn Ala Leu His Ala Pro Met Tyr Leu 
50 55 60 

Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu Ser Ser Thr Thr 
65 70 75 80 

Val Pro Lys Met Leu Ala lie Leu Trp Leu His Ala Gly Glu lie Ser 
85 90 95 

Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser He Tyr Ala 
100 105 110 

Leu Glu Ser Ser He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
115 120 125 

He Cys Asn Pro Leu Arg Tyr Thr Thr He Leu Asn His Ala Val He 
130 135 140 

Gly Arg He Gly Phe Val Gly Leu Phe Arg Ser Val Ala He Val Ser 
145 150 155 160 

Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys Gly His Arg Val 
165 170 175 

Met Thr His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys 
180 185 190 

Ala Asn He Thr Val Asn He Val Tyr Gly Leu Thr Val Ala Leu Leu 
195 200 205 

Ala Met Gly Leu Asp Ser He Leu He Ala He Ser Tyr Gly Phe He 
210 215 220 

Leu His Ala Val Phe His Leu Pro Ser His Asp Ala Gin His Lys Ala 
225 230 235 240 

Leu Ser Thr Cys Gly Ser His He Gly He He Leu Val Phe Tyr He 
245 250 255 

Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His His Glu Val 
260 265 270 
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Pro Lys His Val His lie Phe Leu Ala Asn Leu Tyr Val Leu Val Pro 
275 280 285 



Pro Val Leu Asn Pro lie Leu Tyr Gly Ala Arg Thr Lys Glu lie Arg 
290 295 300 

Ser Arg Leu Leu Lys Leu Leu His Leu Gly Lys Thr Ser lie 
305 310 315 



<210> 102 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Met Ser lie Ser Asn lie Thr Val Tyr Met Pro Ser Val Leu Thr Leu 
15 10 15 

Val Gly He Pro Gly Leu Glu Ser Val Gin Cys Trp He Gly He Pro 
20 25 30 

Phe Cys Ala He Tyr Leu He Ala Met He Gly Asn Ser Leu Leu Leu 
35 40 45 

Ser He He Lys Ser Glu Arg Ser Leu His Glu Pro Leu Tyr He Phe 
50 55 60 

Leu Gly Met Leu Gly Ala Thr Asp He Ala Leu Ala Ser Ser He Met 
65 70 75 80 

Pro Lys Met Leu Gly He Phe Trp Phe Asn Val Pro Glu lie Tyr Phe 
85 90 95 

Asp Ser Cys Leu Leu Gin Met Trp Phe He His Thr Leu Gin Gly He 
100 105 110 

Glu Ser Gly He Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 
115 120 125 

Cys Tyr Pro Leu Arg His Ala Asn He Phe Thr His Gin Leu Val He 
130 135 140 

Gin He Gly Thr Met Val Val Leu Arg Ala Ala He Leu Val Ala Pro 
145 150 155 160 

Cys Leu Val Leu He Lys Cys Arg Phe Gin Phe Tyr His Thr Thr Val 
165 170 175 

He Ser His Ser Tyr Cys Glu His Met Ala He Val Lys Leu Ala Ala 
180 185 190 

Ala Asn Val Gin Val Asn Lys He Tyr Gly Leu Phe Val Ala Phe Thr 
195 200 205 

Val Ala Gly Phe Asp Leu Thr Phe He Thr Leu Ser Tyr He Gin He 
210 215 220 
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Phe lie Thr Val Phe Arg Leu Pro Gin Lys Glu Ala Arg Phe Lys Ala 
225 230 235 240 



Phe Asn Thr Cys 



Leu Ala Phe Phe 
260 

Pro Tyr lie His 
275 

Phe Leu Asn Pro 
290 

His Val Val Lys 
305 



lie Ala His lie 
245 

Ser Phe Phe Thr 



lie Leu Phe Ser 
280 

Leu Val Tyr Gly 
295 

Met Phe Cys Ser 
310 



Cys Val Phe Leu 
250 

His Arg Phe Gly 
265 

Ser lie Tyr Leu 



Ala Lys Thr Thr 
300 



Gin Phe Tyr Leu 
255 

Ser His lie Pro 
270 

Leu Val Pro Pro 
285 

Gin He Arg He 



<210> 103 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 103 

ccccatactg tggatcatgg caaat 



<210> 104 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 104 

ggctcatcat tgtgccttgc aaag 



<210> 105 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 105 

ctcatcattg tgccttgcaa aggc 
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<210> 106 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 106 

gactaaatga tggacaacca ctctagt 2 7 



<210> 107 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 107 

agctaatctt tcaggagttg acagc 2 5 



<210> 108 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 108 

caatgatgga aatagccaat gtgag 25 



<210> 109 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 109 

gagtctctaa atttgcgcca gctt 24 



<210> 110 
<211> 27 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 110 

agctgtggac catctcttca gaactct 27 



<210> 111 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 111 

ctcacctgga ggcccgactc 20 



<210> 112 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 112 

tgctcttccc tctgtgctca gc 22 



<210> 113 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 113 

gatggcctca gctactaacc tgagac 26 



<210> 114 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 
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<400> 114 

gtcagcctcc aatatcacct taaca 



25 



<210> 115 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 115 

cctctacata tcctttcttg ggaatac 27 



<210> 116 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 116 

ccatggaggc tgccaatgag tctt 24 



<210> 117 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 117 

agttgccagt gtgggtgatg cagt 24 



<210> 118 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 118 

atgggtgaac cagtcctaca cagatg 26 
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<210> 119 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 119 

gttcagtgct ggctgccaat c 21 



<210> 120 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 120 

tctctgtttc ctcagggatt gagaaag 27 



<210> 121 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 121 

tctacactcg gggcaaccac aatt 24 



<210> 122 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 122 

attatggaaa cacagaacct cacagtg 27 



<210> 123 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 123 

tctccgttct tgcttttctc tttcttc 27 



<210> 124 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 124 

atggctggat ctctattccc ttctgct 27 



<210> 125 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 125 

ctgtgggctt tatgtccaaa acttcct 27 



<210> 126 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 126 

gtctcacctc acactggtct tc 22 



<210> 127 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 127 
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catctttctg tatgtcaggc ctggca 



<210> 128 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 128 

ctgacttgca cagagtgagc tt 



<210> 129 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 129 

catagctgac acccacctac at 



<210> 130 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 130 

cacccatgta cttcttcctg ggcaat 



<210> 131 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 131 

actgcagtca tggttaccaa ga 



<210> 132 
<211> 22 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 132 

catagctgac acccacctac at 22 



<210> 133 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 133 

cacccatgta cttcttcctg ggcaat 26 



<210> 134 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 134 

ctgcagtcat ggttaccaag at 22 



<210> 135 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 135 

aaggcctttc agcctctaca 20 



<210> 136 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
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oligonucleotide primer 



<400> 136 

tctgcccctg tagcactgtt ttaactg 



<210> 137 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 137 

cccctttctc aatcccttta t 



<210> 138 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 138 

atgggaaaca ccatcatcat ag 



<210> 139 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 139 

tggtcatagc tgacacccac ctacat 



<210> 140 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 140 

aattgcccag gaagaagtac at 



<210> 141 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 141 

tgattgtctg tgtggataaa eg 



<210> 142 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 142 

tcttcctcag ccacctctct accctg 26 



<210> 143 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 143 

ttatggttgt gaccaggatc tc 



<210> 144 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 144 

cattgtgatt gtctgtgtgg at 



<210> 145 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 145 

tcttcctcag ccacctctct accctg 26 



<210> 146 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 146 

ttatggttgt gaccaggatc tc 22 



<210> 147 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 147 

ggctgtggtg tctctgtttt ac 22 



<210> 148 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 148 

catcttcatg tatctccagc cagcca 26 



<210> 149 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 
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<400> 149 

ctatgaactt gccctgctca t 



21 



<210> 150 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 150 

agggcaagtt catagctctg tt 22 



<210> 151 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 151 

ctacaccgta gtcactcctg cgctga 26 



<210> 152 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 152 

cgtgttcctc agggtgtaaa ta 22 



<210> 153 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 153 

agtcacttca cctgcaagat cct 23 



<210> 154 
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<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 154 

ccgcatgcca gcttcagcac tg 22 



<210> 155 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 155 

cttcgctgac cgacgtgtt 19 



<210> 156 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 156 

acaaccccat gtacttcctt ct 22 



<210> 157 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 157 

agcaacctct ccctcatgga catctg 26 



<210> 158 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence 
oligonucleotide primer 



<400> 158 

gggtttccag gaaattgtct ag 

<210> 159 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 159 

ttttatggga caatctcctt ca 



<210> 160 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 160 

tgtacttcaa acccaaggcc aaggat 



<210> 161 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 161 

gaacaatgcg acagtcttat cc 



<210> 162 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 162 

cacaactgtg gtcatctctt ca 



<210> 163 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 163 

ccctcatgtc cacatcctcc ttacca 26 



<210> 164 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 164 

ggtgggaaga gcagatagaa at 2 2 



<210> 165 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 165 

taacacatcc aactgccttc tt 22 



<210> 166 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 166 

aggcctggaa cacctgcaca tct 23 



<210> 167 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 167 

ctaagcagaa agggatggag at 

<210> 168 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 168 

tcttcaggca gttctactgc tt 



<210> 169 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 169 

ctctcaggag gcccgctaca agg 



<210> 170 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 170 

tggcacctat atgagagaca ca 

<210> 171 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 
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<400> 171 

catcatctac agcctctgga at 



<210> 172 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 172 

cactccgagc ccttctcatt ggg 



<210> 173 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 173 

cctcaggagt cactagctga ga 



<210> 174 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 174 

catcatctac agcctctgga at 



<210> 175 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 175 

cactccgagc ccttctcatt ggg 



<210> 176 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 176 

cctcaggagt cactagctga ga 



<210> 177 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 177 

gaggagaatg ctgctgatgt ac 

<210> 178 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 178 

tggtctcata cacagtgatg tcgcca 



<210> 179 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 179 

ccagctgttg tgaagttggt at 



<210> 180 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 180 

ggcagaagaa tcagacctct ct 22 



<210> 181 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 181 

acttcatcct tgaggggctc ttcgat 26 



<210> 182 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 182 

gagaaaagga aaaggtgggt aa 



<210> 183 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 183 

ctcatctggg agcaagagaa 20 



<210> 184 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 184 
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acttgtggct cccacctcac ggt 



<210> 185 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 185 

aggcaccaaa ccaaagaga 

<210> 186 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 186 

ggctacttgt acaatggaat gg 

<210> 187 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 187 

caagccacag aaccaacgat aatgca 

<210> 188 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 188 

tcaaccatca tgaaccctag ag 



<210> 189 
<211> 22 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 189 

gatgctcaac ttctggtctt tg 22 



<210> 190 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 190 

catcctccct ggaaatttcc tcatca 26 



<210> 191 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 191 

cagggtctga ctttatggtg aa 



<210> 192 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 192 

gatgccaatc tctctggtat ca 



<210> 193 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
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oligonucleotide primer 



<400> 193 

aaccagaaaa tgcccagcac agtg 



<210> 194 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 194 

ctgtcacaga cttaggcctt tg 



<210> 195 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 195 

gtctccatgg ctggatctct at 



<210> 196 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 196 

tcccttctgc ttcatctacc tgacag 



<210> 197 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 197 

tacaaatgac gtggagaatg gt 



<210> 198 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 198 

gtgaatttgt tctcgtgagc tt 



<210> 199 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 199 

ccctgtccac tgagcttcag gctcta 



<210> 200 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 200 

tggtcaagaa aaggagaaac ag 

<210> 201 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
oligonucleotide primer 

<400> 201 

atttgttctc gtgagcttct ca 



<210> 202 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220 

<223> Descripti 



— - x^uon of Art--; * ■ ■ 



<400> 202 

ccct srtccac t gagcttcag 



gctcta 



<210> 203 

<2 H> 22 

<2 12> DNA 

<213> Artif icia7 c 

xci al Sequence 

<220> 

<223 > Description of Artif - . 

<400> 2 03 
c attgcccat 



taaagt 



aa cc aa 



<2 10> 204 
<2ll> 22 
<212> DNA 

<213> Artlfic -1 Sequence 
<220> 

<223> Desorip tion of . 

oligonucleotide p^ 01 * 1 Sequence.- 
<4 00> 204 

ttccacaaca tcctt ggata ac 



<210> 205 
<211> 26 
<212> DNA 
<2l3> Art- 1 -c • 

rtlflCiaI Sequent 

<220> 

<22 3> Descripti 



°l^onucleotide p^ 191 S ^ence : 



<400> 205 

c ccc g a tctg tttgg ttcta a , 

yy ccta actcca 

<210> 205 

<2ll> 22 

<212> DNA 

<213> fl r t-,' f - . „ 

tlflCial Segu ence 

<220> 

^> Description of Artif . . 

°l^onucleotide pr^ 131 s ^eace : 



130 



<400> 206 

tactgatacc tcccatgctc aa 



22 



<210> 207 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 207 

gattttgaga gctgtgcttc ag 



<210> 208 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 208 

cctcaaagct tttagcacac gtgcct 



<210> 209 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 209 

agccaagatg acacagatat gg 
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